
SEQUENCE LISTING 
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<140> 09/728,540 
<141> 2000-11-28 

<160> 45 

<170> Patentln Ver. 2.0 

<2lP> 1 
<2M!> 2367 
<2^B> DNA 
<2W> Unknown 

c 

<2p> Description of Unknown Organism : primate ; surmised 
fl Homo sapiens 

<2gp> 
<2gl> CDS 

<2&2> (1) • • (2358) 

r~ 

<2S,0> 

<22'l> mat_peptide 
<fe> (67) . . (2358) 



<400> I =^ t-t-r rat ttt qcc att ate ttc atg tta ata ctt cag 

Mel ?hr sir Se Phe S£ Pne lla lie He Phe Met Leu He Leu Gin 
-20 . " 15 

t-rt- aaa qaa agt gaa ttt tta gtt gat agg tea 
Tit 1% fie Tn Leu Ser ilu Slu Ser Sl» Phe Leu Val Asp Arg Ser 

t- .hr rac att cct aaa gac eta tec cag aaa aca aca 

Lys Asn % Leu fie S" &1 P~ Lys Lp Leu Ser Gin Lys Thr Thr 

15 2U 



S 2S a- fie S3 S£ 2 £ E S£ SS S 3? 2 S£ SS 

30 35 



96 



144 



192 



„t-« t-r 3 aaa eta aqq att ttg ata att tct cat aat aga 
lit tin III Leu Ser Lys Leu A? g He 1-5 lie He Ser His Asn Arg 
45 50 
- «- nat ate aqt qtt ttc aaa ttc aac cag gaa ttg gaa 

15 Tyr Leu Asp Ue sir Val Phe Lys Phe Asn Gin Glu Leu Glu 



240 



288 



60 65 



" 9 I" Leu Ser Sfs Asn Lys Leu Va! Lyl ?E Ser Cys S°e Pro- 
Tyr Leu Asp Leu Ser His ash uy= 85 90 

75 80 

„ cac ttq qac ctg tea ttt aat gca ttt gat gee 

act gtg aac etc aag cac ttg g a Ala phe Agp Ala 

Thr Val Asn Leu Lys His Leu Asp uvu ^ iq5 

£2 S S: =| 15 S 8S S 5K - «- - i - - 

i| 25 s s s s°. s: 15 e ss ss sa g s ss a 

W 125 130 

^ ^ ohn t-tcr eta ate tta gga gag act tat ggg 

H l Leu Asn & sir Lyi Va? "eu Leu Val Leu Gly Glu Thr Tyr Gly 

1| S 15 SS £ 15 S? £2 - IS S SS £ 15 2£ 25 
1 S5 & SS p=o S SS 5: 15 g SS SK ?5e 22 § S3 

p. 175 180 

„ „„ a »<■ P ta aaa eta tct aat ate aaa tgt gtg 
Va? tyl & Va? A?a Leu flu Leu Ser Asn lie Lys Cys Val 

190 19b 

x- .- t-^,t- t-a<- t-t-r eta aqt att ctg gcg aaa ctt 
eta gaa gat aac aaa tgt tct tac ttc eta ag^ ^ ^9 9^ ^ 

Leu Glu Asp Asn Lys Cys ber xy^ 215 

205 21U 

aat- ctt acc tta aac aac att gaa aca 
caa aca aat cca aag tta tea agt ctt ac ne ^ Thr 

Gin Thr Asn Pro Lys Leu Ser Ser i.eu mi. ^ 

£ SS Asn S£ 3? S S SS 2S SS 25 & £ - - E 

235 240 

gta tgg tat ttc tea att tea aac gtg aag eta cag ggt cag ctg gac 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



val Trp Tyr Phe Ser He Ser Asn Val Lys Leu Gin Gly Gin Leu Asp 

2 55 

««. oai- t-at tct qqc act tec ttg aag gee ttg tct ata 

%ll Arg Asp Phe ISp fyr fer l?y Thr Ser Leu Lys Ala Leu Ser He 

270 27b 

„n- n+n aa r aat qtq ttc ggt ttt ccg caa agt tat ate tat 
Sb Tn S£ £? ler Asp Va? Phe l!y Phe Pro Gin Ser Tyr He Tyr 

285 290 

^ t-t-t- tea aat atq aac ate aaa aat ttc aca gtg tct ggt aca 
llu SS Phe Ser Asn Me? Asn lie Lys Asn Phe Thr Val Ser Gly Thr 
300 3Ub 
-~ „t-n M r ata ctt tqc cca tec aaa att age ccg ttc ctg cat 
lf g Me? iTl S?S Me? Leu Cys Pro Ser Lys lie Ser Pro Phe Leu His 



315 320 325 



- -«-*- aa t- aat etc tta aca gac acg gtt ttt gaa aat tgt 

Lei III Se Se? Asn Asn Leu Leu Thr Lp Thr Val Phe Glu Asn Cys 
£i 335 340 

m „ afM - oaa tta qaq aca ctt att tta caa atg aat caa tta 

q M 5fs Leu Tnr l?u Leu llu Thr Leu lie Leu Gin Met Asn Gin Leu 
p 350 355 

«-♦- t-r-a aaa ata act qaa atg act aca cag atg aag tct ctg 
Lys SS Leu ser Lys fie Itt llu Me? Thr Thr Gin Met Lys Ser Leu 
O 365 370 

^ = t-t-r, na h at-t- aac caq aat tct gta age tat gat gaa aag aaa 
SR G?n feu As P fie Ifr Asn Ser Val Ser Tyr Asp Glu Lys Lys 
380 385 



t-rrt- frt taq act aaa agt tta tta agt tta aat atg tct tea 
G?y ASP Cys Ser Tnr Lys Ser Leu Leu Ser Leu Asn Met Ser Ser 

3 95 400 

Asn Se feu E Asp £K. SE 5 g ^ - S ?S E 

415 4/:u 



912 



960 



1008 



1056 



1104 



1152 



£! Leu S g Ss S Asn 5s |S Lys K S. fro £ Sfn IS 

?S Lys 25 ffi Ala feu tin SS S5 Asn vfl K. E Asn S£ SS 

445 450 

Thr £ Leu SS SB §5 f K Pne Ser Ifr £S Ser ?S SS fx e 



1248 



1296 



1344 



1392 



1440 



1488 



ntt fee cac cca tea get gat ttc ttc cag age 
lie As P S?s A^n sfr & Ser S. Pro Ser La Asp Phe Phe Gin Ser 
475 480 

~ ata aaa qca ggg gac aat cca ttc caa tgt 

§S G?n "1 Me? S| Ser Se Lys La Iff Lp Asn Pro Phe Gin Cys 

u 495 bUU 



„»n rtc aaa aaa ttt gtc aaa aat ata gac caa gta tea agt 
Tnr Cys IS Leu !?y liu Phe Val Ly S Asn lie Asp Gin Val Ser Ser 
510 515 b 

. hfa aaa aac tqq cct gat tct tat aag tgt gac tac ccg gaa 

S" Va? Leu IS l?y S£ P- Asp Ser Tyr Lys Cys Asp Tyr Pro Glu 

- *. *- =rr= r-rrm a rr eta eta aag gac ttt cac atg tct gaa tta tec 
lit Tyr Arg l?y Tnr Leu Leu Lys Lp Phe His Met Ser Glu Leu Ser 

* ^ caS bbU 

O 540 b " 

^ r^t-rr ^fr ate acc ate gtt gec acc atg ctg gtg 

& Asn S: S Leu £5 &? Thr lie 3.1 Ala Thr Met Leu Val 

560 565 



O «- ^t-n tec etc tqc ate tac ttg gat ctg ccc tgg 

l| 111 va? £ g 5£ sfr Leu Cys lie Tyr Leu Asp Leu Pro Trp 

S 

-ft »m ata ata tqc cag tgg acc cag acc egg cgc agg gec agg 

$ Leu A?! Met val Cys Gin Trp Thr Gin Thr Arg Arg Arg Ala Arg 

f* 590 595 

l & £0 Leu Glu 8£ Leu Gin Arg Asn Leu §5 E SE K £ 



»n- tr-a tat aqt qqq cac gat tct ttc tgg. gtg aag aat gaa tta ttg 
S ser £yr sir Gly His Lp Ser Phe Trp Val Lys Asn Glu Leu Leu 

620 625 
cca aac eta gag aaa gaa ggt atg cag att tqc ctt cat gag aga aac 

Pro Asn Leu Glu Lys Glu Gly wet axc * 

635 640 

5S 32 pro ff y S K S5 3a? SS £ SS S2 S S ?S SS 



655 660 



^ =»-,-. ht-t- att tta tct ccc aac ttt gtc cag agt 

Lys ler Tyr Sy! sfr fie £ 3a5 U Ser Pro Asn Phe Val Gin Ser 

670 



1536 



1584 



1632 



1680 



1728 



1776 



1824 



1872 



1920 



1968 



2016 



2064 



2112 



4- r, aa rt-r tac ttt gcc cat cac aat etc ttt cat 

SS Trp §2 Sfs Tyr SS SS Tyr Phe La His His Asn Leu Phe His 



685 690 



t-^t- aat aac tta ate ctg ate ttg ctg gaa ccc att ccg cag 
IS l?y Ser Ssn ler feu lie Leu" lie Leu Leu Glu Pro lie Pro Gin 



700 705 



. a __ ,„t- fat cac aag etc aaa agt etc atg gcc agg 
tac tec att cct age agt tat cac g ^ ^ ^ ^ Arg 

Tyr Ser He Pro Ser Ser „yr wis y ^ ?30 

715 /2U 

n-r, oaa taa ccc aag gaa aag age aaa cgt ggc ctt ttt 
A?! Thr Tyr Leu l?u Tr P Pro Ly! llu Lys Ser Ly S Arg Gly Leu Phe 

735 /4U 
tgg 9 ct aac tta ag g gca g cc att aat att aa g ct g a C a gag caa gca 
Trp Ala Asn Leu Arg Ala Ala lie Asn ixe y 
750 /bb 



aa|P aaa tagtctaga 
Ly£i Lys 



<2ffi0> 2 
<2DP1> 786 
<2M2> PRT 
<2}£3> Unknown/ 



2160 



2208 



2256 



2304 



2352 



2367 



<-@0> 2 
Mejt 

-20 



Thr Ser lie Phe His Phe Ala lie lie Phe Met Leu lie Leu Gin 

H- " 20 " 15 

l£ Arg He Gin Leu Ser Glu Glu Ser Glu Phe Leu Val Asp Arg Ser 

I^' -5 -11 b 

L ys Asn Gly Leu lie Hi, Val Pro Lys Asp Leu Ser Gin Lys Thr Thr 

15 20 

He Leu Asn lie Ser Gin Asn Tyr II. Ser Glu Leu Trp Thr Ser Asp 

30 35 
He Leu Ser Leu Ser Lys Leu Arg He Leu lie lie Ser His Asn Arg 

45 50 

xlQ o^-r val Phe Lvs Phe Asn Gin Glu Leu Glu 
He Gin Tyr Leu Asp He Ser val rne uy*> r- ^ 

60 65 
Tyr Leu Asp Leu Ser His Asn Lys Leu Val Lys lie Ser Cys His Pro 
75 80 

t ,,o w-i «* t em Asd Leu Ser Phe Asn Ala Phe Asp Ala 
Thr Val Asn Leu Lys His Leu asp i.eu oc 

95 10U 



Leu Pro lie Cys Lys Glu Phe Gly Asn Met Ser Gin Leu Lys Phe Leu 
110 115 

Gly Leu Ser Thr Thr His Leu Glu Lys Ser Ser Val Leu Pro lie Ala 

125 130 1 

His Leu Asn lie Ser Lys Val Leu Leu Val Leu Gly Glu Thr Tyr Gly 

140 145 150 

Glu Lys Glu Asp Pro Glu Gly Leu Gin Asp Phe Asn Thr Glu Ser Leu 
155 160 

His lie Val Phe Pro Thr Asn Lys Glu Phe His Phe lie Leu Asp Val 

175 180 

Ser Val Lys Thr Val Ala Asn Leu Glu Leu Ser Asn lie Lys Cys Val 

Leu Glu Asp Asn Lys Cys Ser Tyr Phe Leu Ser lie Leu Ala Lys Leu 

q 205 210 
Gl| Thr Asn Pro Lys Leu Ser Ser Leu Thr Leu Asn Asn lie Glu Thr 

in 220 

ThllTrp Asn Ser Phe lie Arg He Leu Gin Leu Val Trp His Thr Thr 
23 |; 240 24b 

Va5 : Trp Tyr Phe Ser lie Ser Asn Val Lys Leu Gin Gly Gin Leu Asp 

^ 255 260 

Pig Arg Asp Phe Asp Tyr Ser Gly Thr Ser Leu Lys Ala Leu Ser lie 



270 



H fi Gin Val Val Ser Asp Val Phe Gly Phe Pro Gin Ser Tyr lie Tyr 
H: 285 290 295 



Glu lie Phe Ser Asn Met Asn lie Lys Asn Phe Thr Val Ser Gly Thr 
300 305 310 

Arg Met Val His Met Leu Cys Pro Ser Lys lie Ser Pro Phe Leu His 
315 320 325 

Leu Asp Phe Ser Asn Asn Leu Leu Thr Asp Thr Val Phe Glu Asn Cys 

335 340 J* 3 

Gly His Leu Thr Glu Leu Glu Thr Leu He Leu Gin Met Asn Gin Leu 
350 355 

Lys Glu Leu Ser Lys lie Ala Glu Met Thr Thr Gin Met Lys Ser Leu 

* ~ ^r- 770 37b 



365 370 
Gin Gin Leu Asp lie Ser Gin Asn Ser Val Ser Tyr Asp Glu Lys Lys 
380 



385 390 



Gly Asp Cys Ser Trp Thr Lys Ser Leu Leu Ser Leu Asn Met Ser Ser 

Asn lie Leu Thr Asp Thr lie Phe Arg Cys Leu Pro Pro Arg lie Lys 

4]_5 420 *±zd 

Val Leu Asp Leu His Ser Asn Lys lie Lys Ser lie Pro Lys Gin Val 
430 435 

Val Lys Leu Glu Ala Leu Gin Glu Leu Asn Val Ala Phe Asn Ser Leu 
445 450 455 

Thr Asp Leu Pro Gly Cys Gly Ser Phe Ser Ser Leu Ser Val Leu lie 
• 460 465 4/U 

lie Asp His Asn Ser Val Ser His Pro Ser Ala Asp Phe Phe Gin Ser 
475 480 485 



Cys Gin Lys Met Arg Ser lie Lys Ala Gly Asp Asn Pro Phe Gin Cys 

0 495 500 

Tht Cys Glu Leu Gly Glu Phe Val Lys Asn lie Asp Gin Val Ser Ser 

m 510 515 

GGi Val Leu Glu Gly Trp Pro Asp Ser Tyr Lys Cys Asp Tyr Pro Glu 
£ 525 530 535 

Ser Tyr Arg Gly Thr Leu Leu Lys Asp Phe His Met Ser Glu Leu Ser 
O 540 545 550 

cfs Asn lie Thr Leu Leu lie Val Thr lie Val Ala Thr Met Leu Val 

E|i5 560 565 

iSu Ala Val Thr Val Thr Ser Leu Cys lie Tyr Leu Asp Leu Pro Trp 

575 580 ooo 

Tyr Leu Arg Met Val Cys Gin Trp Thr Gin Thr Arg Arg Arg Ala Arg 
590 595 bU 

Asn lie Pro Leu Glu Glu Leu Gin Arg Asn Leu Gin Phe His Ala Phe 
605 610 615 

lie Ser Tyr Ser Gly His Asp Ser Phe Trp Val Lys Asn Glu Leu Leu 
620 625 630 

Pro Asn Leu Glu Lys Glu Gly Met Gin lie Cys Leu His Glu Arg Asn 

Phe Val Pro Gly Lys Ser lie Val Glu Asn lie lie Thr Cys lie Glu 

655 660 

Lys Ser Tyr Lys Ser lie Phe Val Leu Ser Pro Asn Phe Val Gin Ser 
670 675 680 



Olu Trp Cys His Tyr Glu Leu Tyr Phe Ala His His Asn Leu Phe His 
01» 01, Z Asn Ser Leu II- Leu lie Leu Leu Glu Pro He Pro Gin 

Tyr Ser lie Pro Ser Ser Tyr His Lys Leu l,ys Ser Leu Met Ala Arg 

715 720 

m„ Tm Pro Lys Glu Lys Ser Lys Arg Gly Leu Phe 
Arg Thr Tyr Leu Glu Trp Pro uy* v» y ?45 

735 /fiU 

•M= n a Tie Asn lie Lys Leu Thr Glu Gin Ala 
Trp Ala Asn Leu Arg Ala Ala lie Asn xxe y ^ 

750 

Lys Lys 



w 

<2ffl0> 3 
<2fil> 2355 
<fl2> DNA 
<CL3> Unknown 

Description of Unknown Organi sm: primate ; surmised 
1 Homo sapiens 

c 

<||20> 

4221> CDS 

^22> (1) . • (2352) 

<S20> 

<221> mat_peptide 
<222> (67) . . (2352) 



<400> 3 x_ atc tta qqq g tc ate ate age 

jfe? Pro Sfs ?nr Leu Me? £? Trp & LeS H? ? f He He Ser 
-20 - 15 

t-^ erf aat caq get tct ctg tct tgt gac cgc 
feu Ser Lyl IS IS IS Ser £ Gin Ala Ser Leu Ser Cys Asp Arg 

-5 -11 
aat ggt atc tgc aag ggc age tea gga tct tta aac tec att ccc tea 
Asn Gly He Cys Lys Gly Ser ber ^xy o 25 

15 zu 

= aac ctt gac ctg tec aac aac agg atc 

S? feu ?nr llu & IS Lys ler L u Asp Le'u Ser Asn Asn Arg lie 
30 Jt> 



96 



144 



192 



~„ nar eta caq aqg tgt gtg aac etc cag get 

a £ C V° ?E III As£ Sr Ssp III SS Arg cys Va! Asn Leu Gin Ala 

Thr Tyr He Ser Asn ~=>^ 55 

a ?a a s ss is ss ss ss s s: is is ss ss ss 

60 65 

- „*-t- rat tta qac tta tec tat aat tac tta 

Ser SS lSu S?5 sfr Leu IS H?S Leu Lp Leu Ser Tyr A S n Tyr Leu 

t l 5 t aat tta tog tct tec tgg ttc aag ccc ctt tct tot tta aca ttc 

Ser Asn Leu Ser Ser Ser irp m * ^ 105 

^„ nna aat cct tac aaa acc eta ggg gaa aca tct ctt 
tta aac tta ctg gga aat cct Leu Q Qlu Thr Ser Leu 

Leu Asn Leu Leu Gly Asn Fro iy ^ 12Q 

I S SS LyI SS SS S £S SS - SS i| S 5K SS 

k is ^u ss ss ss sr. ss ss ss is as ss is s s: 

3B5 160 

G nt- a ant- cat ctq ate ctt cat atg aag 

| r SS SI Ser & SS SS & £ |* Leu He Leu His Met Lys 

175 ibU 
cag cat att tta ctg ctg gag att ttt gta gat gtt aca agt tec gtg 

Gin His He Leu Leu Leu Glu He vd v ^ 

190 ±y:3 

IS S?S 25 IS a S SS S SS £5 SS SS SS SS SS SS 
SS SS SS SS 8S IS S SS SS ESS SS SS SS SS ffi ss 

s ss «s - ss ss ss is ss a sss ss sss ss? s: ss 

235 240 

ttg aat cag att tct gga ttg tta gaa tta gag ttt gat gac tgt acc 



240 



288 



336 



384 



432 



480 



576 



720 



768 



816 



864 




Leu Asn Gin lie Ser Gly Leu Leu Glu Leu Glu Phe Asp Asp Cys Thr 



255 



ctt aat gga gtt ggt aat ttt aga gca tct gat aat gac aga gtt at a 
Leu Asn Gly Val Gly Asn Phe Arg Ala Ser Asp Asn Asp Arg Val lie 
270 275 

aat cca ggt aaa gtg gaa acg tta aca ate egg agg ctg cat att cca 
Asp Pro Gly Lys Val Glu Thr Leu Thr lie Arg Arg Leu His He Pro 
285 290 

n-t t-ac tta ttt tat gat ctg age act tta tat tea ctt aca gaa 
Arg Phe Ty? Leu Z Tyr Asp LeS sir Thr Leu Tyr Ser Leu Thr Glu 
300 305 310 

™ eft- aaa aaa ate aca qta gaa aac agt aaa gtt ttt ctg gtt cct 
t% £l Lys Arg Til Tnr Val llu Asn Ser Lys Val Phe Leu Val Pro 
315 320 

ho*-- tta ctt tea caa cat tta aaa tea tta gaa tac ttg gat etc agt 
C?Si leu leu Ser Gin His Leu Lys Ser Leu Glu Tyr Leu Asp Leu Ser 

335 340 • 



qfc tgg ccc tct eta caa act tta att tta agg caa aat cat ttg gca 
lU T?p Pro Ser Leu Gin Thr Leu lie Leu Arg Gin Asn His Leu Ala 

W 365 3 70 375 

<&£ i 

hfe M-a aaa aaa acc gga gag act ttg etc act ctg aaa aac ttg act 
sS Leu G?5 LyS ?h? Gly GlS Thr Leu Leu Thr Leu Lys Asn Leu Thr 
D 380 385 3 90 



= aat ate aqt aaa aat agt ttt cat tct atg cct gaa act tgt 

Asn ill Isp fie ler Lyl Asn Ser Phe His Ser Met Pro Glu Thr Cys 

400 405 



395 



caa tqq cca gaa aag atg aaa tat ttg aac tta tec age aca cga ata 
G?n T^p Tro llu Lyl Me? Lys Tyr Leu Asn Leu Ser Ser Thr Arg lie 

415 420 

nha ara aac tac att ccc aag aca ctg gaa att tta gat gtt 
Sts Sir Va? Tnr I?y CyS lie Pro Lyl Thr Leu Glu He Leu Asp Val 



aac- aac aac aat etc aat tta ttt tct ttg aat ttg ccg caa etc aaa 
llr Asn Asn lln tin Asn Leu Phe Ser Leu Asn Leu Pro Gin Leu Lys 
445 450 

„»= ,-t-f fat att tec aqa aat aag ttg atg act eta cca gat gec tec 
S" Leu Tyr ill Ser Arg Asn Lys Leu Met Thr Leu Pro Asp Ala Ser 



912 



960 



1008 



1056 



1104 



m t-hn at-a att aaa qaa tac ttg aaa aat tea gee tgt gag gat 1152 
11 Isn III Me? vai S" llu Tyr LeS Lys Asn Ser Ala Cys Glu Asp 

~ 350 355 

•=¥• 

M' . _ tta att tta agg caa aat cat ttg gca 1200 

Leu He Leu Arg Gin Asn 
365 370 375 



1248 



1296 



1344 



1392 



1440 



1488 



460 465 470 



t-t-* r ha nta tta aaa ate agt agg aat gca ata act 
Su Leu fro Me? Leu Leu ?a? Leu Lys He s|r Arg Asn Ala He. Thr 
475 480 

raa c tt qac tea ttt cac aca ctg aag act ttg 
& Ser tys i| gS Leu Isp Ser Phe His Thr Leu Lys Thr Leu 

~~t- ^rrr- saf aac ttc att tgc tec tgt gaa ttc etc tec ttc 
IS IS Ily I?Y A- Isn Phe lie c|s ser Cys Glu Phe Leu Ser Phe 
510 515 ^ U 

nan raa aca eta gee aaa gtc ttg att gat tgg cca gca 
T fr G?n oil Gin IS IS Su L. Lys Val Leu He Asp Trp Pro Ala 
525 530 

aat tac ctq tgt gac tct cca tec cat gtg cgt ggc cag cag gtt cag 
Asn Tyr Le2 Cys Asp Ser Pro Ser His Val Arg Oly Gin Gin Val Gin 
O 540 545 

X r*T^ vnn ata tea qaa tgt cac agg aca gca ctg gtg tct 

IS Va? A?g Leu ttt Va! Sel llu Cys His Arg Thr Ala Leu Val s.r 
55=5 560 

5 .„ n>n , art cta ttc ctg ctg ate ctg etc acg ggg gtc ctg 

IK Me? Ts cfs IS Leu Phe Leu LeS lie Leu Leu Thr Gly Val Leu 

is 575 

? nah aor ctq tqq tat atg aaa atg atg tgg gec tgg 

3S Sfs Arg Pn C e S?s Ify Su T? 9 p Tyr Me? Lys Met Met Trp Ala Trp 

p; 590 5yb 

ts 1 

5 = aa aaa aaa ccc aqq aaa get ccc age agg aac ate tgc 

feu G?n IS Lys A?! Ly! Pro Arg Lys Ila Pro Ser Arg Asn He Cys 

605 610 

% 85 IS Phe & 2 & sir SS S E K E 55 Val 85 

620 625 

SS feu S2 SE 35 S5 25 55 SS g p'ro S £ 2S S 
S 2S SSS S S SS SK ?S SS § S 55 - SS g ES 

655 660 

?S SS Hp SS SS IS Lyi llr ffi K £ & - S - ~ 



1536 



1584 



1632 



1680 



1728 



1776 



1824 



1872 



1920 



1968 



2016 



2064 



2112 



*. + + ot-o aaa aat qaq tgg tgc aag tat gaa ctg gac ttc tec 
Tu Asn Phe va! Lyl tfr ilS Trf Cys Lys Tyr Glu Leu Asp Phe Ser 
685 690 

4. ^^t■ rraa oaa aac aat gat get gee att etc att ctt 

l£ Phe Arg Leu Phe G?u IS Asn Asn Lp Ala Ala He Leu He Leu 



7n c 710 
700 /Ub 



^ aaa aaa aaa gec att ccc cag cgc ttc tgc aag ctg 

feu IS Pro fie IS Lys Lys Ila He Pro Gin Arg Phe Cys Lys Leu 



715 720 



*. ,f„ a an arr aaa acc tac ctg gag tgg ccc atg gac gag 
SI Lyl S Me? En Tnr Lyl Thr Tyr Lei 01» Trp Pro Met Asp Glu 



ffi SH S SS i!v S£ 55 & £ 2 5 S5 K K SS 



750 755 

tagCi 



<2«)> 4 



<2£1> 784 
<2$2>' PRT 
<2^,3> Unknown 



Mefpro His Thr Leu Trp Met Val Trp Val Leu Gly Val He He Ser 

£ -20 " 15 " 1U 

Lfi Ser Lys Glu Glu Ser Ser Asn Gin Ala Ser Leu Ser Cys Asp Arg 
U _5 -11 5 



2160 



2208 



2256 



2304 



2352 



2355 



Asn Gly lie Cys Lys Gly Ser Ser Gly Ser Leu Asn Ser He Pro Ser 

1 5 

Gly Leu Thr Glu Ala Val Lys Ser Leu Asp Leu Ser Asn Asn Arg He 
30 

Thr Tyr He Ser Asn Ser Asp Leu Gin Arg Cys Val Asn Leu Gin Ala 
4 5 

Leu val Leu Thr Ser Asn Gly lie Asn Thr He Glu Glu Asp Ser Phe 



ser ser Leu Gly Ser Leu Glu His Leu Asp Leu Ser Tyr Asn Tyr Leu 

75 80 85 

Ser Asn Leu Ser Ser Ser Trp Phe Lys Pro Leu Ser Ser Leu Thr Phe 



Leu Asn Leu Leu Gly Asn Pro Tyr Lys Thr Leu Gly Glu Thr Ser Leu 

110 llb 

Phe Ser His Leu Thr Lys Leu Gin He Leu Arg Val Gly Asn Met Asp 
125 130 



Thr Phe Thr Lys lie Gin Arg Lys Asp Phe Ala Gly Leu Thr Phe Leu 

140 145 
Glu Glu Leu Glu lie Asp Ala Ser Asp Leu Gin Ser Tyr Glu Pro Lys 
155 160 

Ser Leu Lys Ser lie Gin Asn Val Ser His Leu He Leu His Met Lys 

Gin His lie Leu Leu Leu Glu He Phe Val Asp Val Thr Ser Ser Val 

190 

Glu Cys Leu Glu Leu Arg Asp Thr Asp Leu Asp Thr Phe His Phe Ser 

one; 210 



205 

GlJjLeu Ser Thr Gly Glu Thr Asn Ser Leu lie Lys Lys Phe Thr Phe 

yQ 2 2 0 225 
jjjam Val Lys lie Thr Asp Glu Ser Leu Phe Gin Val Met Lys Leu 



240 



Le| Asn Gin lie Ser Gly Leu Leu Glu Leu Glu Phe Asp Asp Cys Thr 

Leii Asn Gly Val Gly Asn Phe Arg Ala Ser Asp Asn Asp Arg Val lie 



270 



As! Pro Gly Lys Val Glu Thr Leu Thr lie Arg Arg Leu His lie Pro 

U 285 290 

Arg Phe Tyr Leu Phe Tyr Asp Leu Ser Thr Leu Tyr Ser Leu Thr Glu 

300 305 
Arg val Lys Arg He Thr Val Glu Asn Ser Lys Val Phe Leu val Pro 
315 320 

Cys Leu Leu Ser Gin His Leu Lys Ser Leu Glu Tyr Leu Asp Leu Ser 

335 J4U 

Glu Asn Leu Met Val Glu Glu Tyr Leu Lys Asn Ser Ala Cys Glu Asp 

350 355 
Ala Trp Pro Ser Leu Gin Thr Leu lie Leu Arg Gin Asn His Leu Ala 

ice: 370 J I* 



365 

Ser Leu Glu Lys Thr Gly Glu Thr Leu Leu Thr Leu Lys Asn Leu Thr 

380 385 



Asn lie Asp lie Ser Lys Asn Ser Phe His Ser Met Pro Glu Thr Cys 

Ann ftuo ^ 



395 400 

Gin Trp Pro Glu Lys Met Lys Tyr Leu Asn Leu Ser Ser Thr Arg lie 

415 420 ffczo 

His Ser Val Thr Gly Cys lie Pro Lys Thr Leu Glu lie Leu Asp Val 

430 435 

Ser Asn Asn Asn Leu Asn Leu Phe Ser Leu Asn Leu Pro Gin Leu Lys 
445 450 4bb 

lie Ser Arg 
460 465 

Leu Leu Pro Met Leu Leu Val Leu Lys lie Ser Arg Asn Ala lie Thr 
475 480 



Glu Leu Tyr lie Ser Arg Asn Lys Leu Met Thr Leu Pro Asp Ala Ser 

. * A £ ^ 4/U 

Ser Arg Asn Ala lie Thr 
485 490 

Thr Phe Ser Lys Glu Gin Leu Asp Ser Phe His Thr Leu Lys Thr Leu 
a 495 500 

G J Ala Gly Gly Asn Asn Phe lie Cys Ser Cys Glu Phe Leu Ser Phe 

UP! - 510 

T& Gin Glu Gin Gin Ala Leu Ala Lys Val Leu lie Asp Trp Pro Ala 
« 525 530 535 

A fn Tyr Leu Cys Asp Ser Pro Ser His Val Arg Gly Gin Gin Val Gin 



540 



Aft Val Arg Leu Ser Val Ser Glu Cys His Arg Thr Ala Leu Val Ser 
5^5 560 565 

G | Met Cys Cys Ala Leu Phe Leu Leu lie Leu Leu Thr Gly Val Leu 

M= 575 580 



Cys His Arg Phe His Gly Leu Trp Tyr Met Lys Met Met Trp Ala Trp 

590 ^95 

Leu Gin Ala Lys Arg Lys Pro Arg Lys Ala Pro Ser Arg Asn lie Cys 

605 610 
Tyr Asp Ala Phe Val Ser Tyr Ser Glu Arg Asp Ala Tyr Trp Val Glu 

620 625 
Asn Leu Met Val Gin Glu Leu Glu Asn Phe Asn Pro Pro Phe Lys Leu 
635 640 645 

Cys Leu His Lys Arg Asp Phe lie Pro Gly Lys Trp lie lie Asp Asn 



655 



lie lie Asp Ser lie Glu Lys Ser His Lys Thr Val Phe Val Leu Ser 



670 



Glu Asn Phe Val 
685 

His Phe Arg Leu 
700 

Leu Glu Pro lie 
715 

Arg Lys lie Met 



Ala Gin Arg Glu 
750 



Lys Ser Glu Trp 
690 

Phe Glu Glu Asn 
705 

Glu Lys Lys Ala 
720 

Asn Thr Lys Thr 
735 

Gly Phe Trp Val 



Cys Lys Tyr Glu 



Asn Asp Ala Ala 
710 

lie Pro Gin Arg 
725 

Tyr Leu Glu Trp 
740 

Asn Leu Arg Ala 
755 



Leu Asp Phe Ser 
695 

He Leu He Leu 



Phe Cys Lys Leu 
730 

Pro Met Asp Glu 
745 

Ala He Lys Ser 
760 



<210> 5 
<211> 2715 
<212> DNA 
<233> Unknown 



1S»' 



<j§3> .Description of Unknown Organism: primate; surmised 
rl Homo sapiens 

6 
<2j20> 

<Sl> CDS 

<222> (1) . . (2712) 

B 

JSB. 

<$20> 

<&21> mat_peptide 
<5i22> (64) . . (2712) 



Sa°aaa cap act ttg cct tgt ate tac ttt tgg ggg ggc ctt ttg ccc 48 
Me? Arg G?n Tnr Leu Pro Cys lie Tyr Phe Trp Gly Gly Leu Leu Pro 
-20 -15 "1° 



ttt qgg atg ctg tgt gca tec tec acc ace aag tgc act gtt age cat 
Phe 1-ly Me? Leu Cys Ala Ser Ser Thr Thr Lys Cys Thr Val Ser His 
-5 -11 5 10 



qaa gtt get gac tgc age cac ctg aag ttg act cag gta ccc gat gat 
Glu Val Ala lsp Cys Ser His Leu Lys Leu Thr Gin Val Pro Asp Asp 
15 20 25 

eta ccc aca aac ata aca gtg ttg aac ctt acc cat aat caa etc aga 
Leu Pro Thr Asn He Thr Val Leu Asn Leu Thr His Asn Gin Leu Arg 
30 35 40 

aaa tta cca gec gec aac ttc aca agg tat age cag eta act age ttg 
A?g Leu Txo Ala Ala Asn Phe Thr Arg Tyr Ser Gin Leu Thr Ser Leu 
45 50 55 



96 



144 



192 



240 



„ a , aaa ttt aac acc ate tea aaa ctg gag cca gaa ttg tgc cag 

j£p. Va! Gly Phe Asn Thr lie Ser Lys Leu Glu Pro Glu Leu Cys Gin 



60 « 70 



aaa ctt ccc atg tta aaa gtt ttg aac etc cag cac aat gag eta tct 
Lys Leu Pro Me? Leu Lys Val Leu Asn Leu Gin His Asn Glu Leu Ser 

80 85 

caa ctt tct gat aaa acc ttt gee ttc tgc acg aat ttg act gaa etc 
G?n llu Ser Asp Lys Thr Phe Ala Phe Cys Thr Asn Leu Thr Glu Leu 
g5 100 10b 

cat etc atg tec aac tea ate cag aaa att aaa aat aat ccc ttt gtc 
His S Me? Ser Asn Ser lie Gin Lys lie Lys Asn Asn Pro Phe Val 
110 115 

aacr caq aag aat tta ate aca tta gat ctg tct cat aat ggc ttg tea 
Lys til Lyl Asn Leu lie Thr Leu Asp Leu Ser His Asn Gly Leu Ser 

p 125 I 30 135 

^ £> = aa ona art caa qtt cag ctg gaa aat etc caa gag ctt 

Set ?h? lys Leu lly ?hr £2 ?al Gin Lei llu Asn Leu Gin Glu Leu 
14.2: ! 145 



cty tta tea aac aat aaa att caa gcg eta aaa agt gaa gaa ctg gat 
l! Leu Ser Asn Asn Lys lie Gin Ala Leu Lys Ser Glu Glu Leu Asp 



160 



165 170 



atQ ttt qcc aat tea tct tta aaa aaa tta gag ttg tea teg aat caa 
111 Phe Ala Asn Ser Ser Leu Lys Lys Leu Glu Leu Ser Ser Asn Gin 



175 



180 185 



if-"; 

= ^ aaa aaa ttt tct cca ggg tgt ttt cac gca att gga aga tta ttt 

lf| Lys I?? Phe Ser Pro lly Cys Phe His Ala lie Gly Arg Leu Phe 
190 195 200 

aac etc ttt ctq aac aat gtc cag ctg ggt ccc age ctt aca gag aag 

!fy Leu Phe Leu Asn Asn Val Gin Leu Gly Pro Ser Leu Thr Glu Lys 



205 210 



nt* tat tta aaa tta gca aac aca age att egg aat ctg tct ctg agt 
Leu cfs Le? Su Leu Ala Asn Thr Ser lie Arg Asn Leu Ser Leu Ser 
220 225 230 

3 , r aac caa ctQ tec acc acc age aat aca act ttc ttg gga eta aag 
Aln Ser Sn Leu Ser Thr Thr Ser Asn Thr Thr Phe Leu Gly Leu Lys 

245 -" u 



240 



tgg aca aat etc act atg etc gat ctt tec tac aac aac tta aat gtg 
T?p Thr Asn Leu Thr Met Leu Asp Leu Ser Tyr Asn Asn Leu Asn Val 
255 260 265 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



n ^ hrr ttt act tQQ ctt cca caa eta gaa tat ttc ttc 
&1 Ify En Isp Ser Phe Si a t| Leu Pro Gin Leu Glu Tyr Phe Phe 

rta aaa tat aat aat ata cag cat ttg ttt tct cac tct ttg. cac ggg 
Leu Glu Tyr Asn Asn lie Gin His Leu Phe Ser His Ser Leu His Gly 
285 290 295 

- r aat qt q aqg tac ctg aat ttg aaa egg tct ttt act aaa caa 
Leu Phe Asn Val Arg Tyr Leu Asn Leu Lys Arg Ser Phe Thr Lys Gin 
300 305 310 

aat att tec ctt gec tea etc ccc aag att gat gat ttt tct ttt cag 
Sir ne sir Leu Ala Ser Leu Pro Lys lie Asp Asp Phe Ser Phe Gin 

32 5 J o u 



320 



aaa tat tta aag cac ctt aac atg gaa gat aat gat att cca 
Trp Leu Lys" Cys lei Glu His Leu Asn Met Glu Asp Asn Asp lie Pro 
P 335 340 345 

aaerata aaa age aat atg ttc aca gga ttg ata aac ctg aaa tac tta 
llf ne Lys ler Asn Me? Phe Thr Gly Leu lie Asn Leu Lys Tyr Leu 

355 360 • ' 



V 350 



ao S cta tec aac tec ttt aca agt ttg cga act ttg aca aat gaa aca 
Leu Ser lln Ser Phe Thr Ser Leu Arg Thr Leu Thr Asn Glu Thr 
J 365 3 70 375 

t-t¥' ata tea ctt act cat tct ccc tta cac ata etc aac eta acc aag 
Phe- Va? sir Leu i£a His Ser Pro Leu His lie Leu Asn Leu Thr Lys 
38^ 385 3 9° 

aaa ate tea aaa ata gag agt gat get ttc tct tgg ttg ggc cac 
1$ Lys" ne Ser Lys lie 111 sir Asp Ala Phe Ser Trp Leu Gly His 
U 400 405 410 

... ata ott qac ctg ggc ctt aat gaa att ggg caa gaa etc aca 
11* %lu fat Leu lip 1*1 Ily Leu Asn Glu lie Gly Gin Glu Leu Thr 

420 4zd 



415 



raa aaa taQ aqa qqt eta gaa aat att ttc gaa ate tat ctt tec 
l?y G?n Glu T?p Arg Gly Leu Glu Asn lie Phe Glu lie Tyr Leu Ser 

t-ar aac aaa tac ctq cag ctg act agg aac tec ttt gec ttg gtc cca 
Tyr lln Lys Tyr Leu Gin LeS Thr Arg Asn Ser Phe Ala Leu Val Pro 
445 450 455 

aqc ctt caa cga ctg atg etc cga agg gtg gee ctt aaa aat gtg gat 
III Leu G?n Arg Le2 Mel Leu Arg Arg Val Ala Leu Lys Asn Val Asp 
460 4 ^5 470 4/5 

aac tct cct tea cca ttc cag cct ctt cgt aac ttg acc att ctg gat 
llr Ser Pro Ser Pro Phe Gin Pro Leu Arg Asn Leu Thr lie Leu Asp 



960 



1008 



1056 



1104 



1152 



1248 



1296 



1344 



1392 



1440 



1488 



1536 



480 



485 490 



eta aqc aac aac aac ata gec aac at a aat gat gac atg ttg gag ggt 
leu llr Asn Asn Asn lie Ala Asn lie Asn Asp Asp Met Leu Glu Gly 
495 500 505 

ctt gag aaa eta gaa att etc gat ttg cag cat aac aac tta gca egg 
Leu Glu Lys Leu Glu lie Leu Asp Leu Gin His Asn Asn Leu Ala Arg 

515 520 



510 



etc tgg aaa cac gca aac cct ggt ggt ccc att tat ttc eta aag ggt 
leu T?p Lys His Ala Asn Pro Gly Gly Pro lie Tyr Phe Leu Lys Gly 
525 530 535 

ctq tct cac etc cac ate ctt aac ttg gag tec aac ggc ttt gac gag 
leu Ser His Leu His lie Leu Asn Leu Glu Ser Asn Gly Phe Asp Glu 
540 545 550 bbb 

ate cca qtt qaq gtc ttc aag gat tta ttt gaa eta aag ate ate gat 
III Trl Val Glu Val Phe Lys Asp Leu Phe Glu Leu Lys lie lie Asp 
O 560 565 570 

ttffi qqa ttq aat aat tta aac aca ctt cca gca tct gtc ttt aat aat 
lS8 Gly leu Asn Asn Leu Asn Thr Leu Pro Ala Ser Val Phe Asn Asn 

u ^ * -- 580 585 



575 

F"! 



j» tq tct cta aag tea ttg aac ctt cag aag aat etc ata aca tec 
gS Val Ser Leu Lyl Ser Leu Asn Leu Gin Lys Asn Leu lie Thr Ser 
^ x 595 600 



590 

n 



q2t gag aag aag gtt ttc ggg cca get ttc agg aac ctg act gag tta 
VML Glu Lys Lys Val Phe Gly Pro Ala Phe Arg Asn Leu Thr Glu Leu 



G 605 



610 615 



oEt ata cqc ttt aat ccc ttt gat tgc acg tgt gaa agt att gee tgg 
Isl Me? Arg Phe Asn Pro Phe Asp Cys Thr Cys Glu Ser lie Ala Trp 
620 625 630 635 

t-t-r aft aat tqa att aac gag ace cat ace aac ate cct gag ctg tea 
Phe SS Asn T?I ne Asn Glu Thr His Thr Asn lie Pro Glu Leu Ser 

640 645 650 

aac cac tac ctt tqc aac act cca cct cac tat cat ggg ttc cca gtg 
Hr Tis Tyr Leu Cys Asn Thr Pro Pro His Tyr His Gly Phe Pro Val 



655 



aga ctt ttt gat aca tea tct tgc aaa gac agt gee ccc ttt gaa etc 
Arg Leu Phe Asp Thr Ser Ser Cys Lys Asp Ser Ala Pro Phe Glu Leu 
670 675 680 

ttt ttc atq ate aat acc agt ate ctg ttg att ttt ate ttt att gta 
Phe Phe Me? ?le Asn Thr Ser lie Leu Leu lie Phe lie Phe lie Val 



1584 



1632 



1680 



1728 



1776 



1824 



1872 



1920 



1968 



2016 



2064 



2112 



2160 



685 



690 695 



~*r> =>t-n rar ttt aaq qqc tgg agg ata tct ttt tat tgg aat gtt 
£S Leu Jit £2 Phe SS S?y I? "1 He Ser Phe Tyr Trp Asn Val 

705 710 /J - 



700 



.-r.* «t-» cat cqa qtt ctt ggt ttc aaa gaa ata gac aga cag.aca gaa 
Ser Vat £b Arg Val Leu l!y Phe Lys Glu lie Asp Arg Gin Thr Glu 

720 725 

ran aaa tat qca qca tat ata att cat gcc tat aaa gat aag gat 
G?n Pne Gin Tyr 111 Ala Tyr lie lie His Ala Tyr Lys Asp Lys Asp 
735 740 

t-aa ate tqq qaa cat ttc tct tea atg gaa aag gaa gac caa tct etc 
Trp Va5 T?p OlS His Phe Ser Ser Met Glu Lys Glu Asp Gin Ser Leu 
^ 755 760 



= £ ™ rar cat eta tta aaa gac cca tta tgc aaa aga ttc aag gta 
?| IS Sfs Leu Leu Lys Lp Pro Leu Cys Lys Arg Phe Lye Val 



800 



ck cat gca gtt caa caa get att gaa caa aat ctg gat tec att ata 
SS His Ala Val Gin Gin Ala lie Glu Gin Asn Leu Asp Ser lie lie 
r 815 820 825 

tPa qtt ttc ctt gag gag att cca gat tat aaa ctg aac cat gca etc 
fal Phe Leu GlS Glu lie Pro Asp Tyr Lys Leu Asn His Ala Leu 



830 



835 840 



tat tta caa aqa gga atg ttt aaa tct cac tgc ate ttg aac tgg cca 
Cys Leu A?g Arg Gly Me? Phe Lys Ser His Cys lie Leu Asn Trp Pro 
845 850 855 

aaa cao ata qqt gcc ttt cgt cat aaa ttg caa gta gca 
tl tit Lys SS A?| Ue Sfy II. Phe Arg His Lys Leu Gin Val Ala 



860 865 

ctt gga tec aaa aac tct gta cat taa 
Leu Gly Ser Lys Asn Ser Val His 

880 



2208 



2256 



2304 



2352 



2400 



= aa t-t-t- tat ctq qaa qaa agg gac ttt gag gcg ggt gtt ttt gaa eta 
lyl Pne Cys Leu flu Su Arg Asp Phe Glu Ala Gly Val Phe Glu Leu 
765 770 

aal qca att gtt aac age ate aaa aga age aga aaa att att ttt gtt 2448 
IS AlS ne Val Asn sir lie Lys Arg Ser Arg Lys lie lie Phe Val 
im 785 



2496 



2544 



2592 



2640 



2688 



2715 



<210> 6 
<211> 904 
<212> PRT 
<213> Unknown 



Me^Arg Gin Thr Leu Pro Cys He Tyr Phe Trp Gly Gly Leu Leu Pro 

-20 " 15 " 10 

Phe Gly Met Leu Cys Ala Ser Ser Thr Thr Lys Cys Thr Val Ser His 
-5 -1 1 5 10 

Glu Val Ala Asp Cys Ser .His Leu Lys Leu Thr Gin Val Pro Asp Asp 
15 20 

Leu Pro Thr Asn lie Thr Val Leu Asn Leu Thr His Asn Gin Leu Arg 
30 35 40 

Arq Leu Pro Ala Ala Asn Phe Thr Arg Tyr Ser Gin Leu Thr Ser Leu 
45 50 55 

Asp Val Gly Phe Asn Thr lie Ser Lys Leu Glu Pro Glu Leu Cys Gin 
60 65 70 

lM Leu Pro Met Leu Lys Val Leu Asn Leu Gin His Asn Glu Leu Ser 



80 



85 90 



(M Leu Ser Asp Lys Thr Phe Ala Phe Cys Thr Asn Leu Thr Glu Leu 
p 95 100 105 

H ls Leu Met Ser Asn Ser lie Gin Lys lie Lys Asn Asn Pro Phe Val 
h HO H5 120 



ihs Gin Lys Asn Leu lie Thr Leu Asp Leu Ser His Asn Gly Leu Ser 
C! 125 130 135 



Thr Lys Leu Gly Thr Gin Val Gin Leu Glu Asn Leu Gin Glu Leu 

mo 145 150 

Leu Leu Ser Asn Asn Lys lie Gin Ala Leu Lys Ser Glu Glu Leu Asp 

165 J. / u 



160 



He Phe Ala Asn Ser Ser Leu Lys Lys Leu Glu Leu Ser Ser Asn Gin 
175 180 185 

lie Lys Glu Phe Ser Pro Gly Cys Phe His Ala lie Gly Arg Leu Phe 
190 I 95 200 

Gly Leu Phe Leu Asn Asn Val Gin Leu Gly Pro Ser Leu Thr Glu Lys 
205 210 215 

Leu Cys Leu Glu Leu Ala Asn Thr Ser lie Arg Asn Leu Ser Leu Ser 
220 225 230 

Asn Ser Gin Leu Ser Thr Thr Ser Asn Thr Thr Phe Leu Gly Leu Lys 

240 245 



Trp Thr Asn Leu Thr Met Leu Asp Leu Ser Tyr Asn Asn Leu Asn Val 
v 255 260 265 

Val Gly Asn Asp Ser Phe Ala Trp Leu Pro Gin Leu Glu Tyr Phe Phe 

270 275 280 

Leu Glu Tyr Asn Asn He Gin His Leu Phe Ser His Ser Leu His Gly 
285 290 295 

Leu Phe Asn Val Arg Tyr Leu Asn Leu Lys Arg Ser Phe Thr Lys Gin 
300 305 310 315 

qer He Ser Leu Ala Ser Leu Pro Lys He Asp Asp Phe Ser Phe Gin 

320 325 330 

Tro Leu Lys Cys Leu Glu His Leu Asn Met Glu Asp Asn Asp He Pro 
^ 335 340 345 

Glv He Lys Ser Asn Met Phe Thr Gly Leu He Asn Leu Lys Tyr Leu 
^ 350 355 360 

sir Leu Ser Asn Ser Phe Thr Ser Leu Arg Thr Leu Thr Asn Glu Thr 
* 365 370 375 

fit : 

"BKS' 

P&e Val Ser Leu Ala His Ser Pro Leu His He Leu Asn Leu Thr Lys 
3 g 385 390 395 



In Lys He Ser Lys He Glu Ser Asp Ala Phe Ser Trp Leu Gly His 

400 405 410 

5 

L^u Glu Val Leu Asp Leu Gly Leu Asn Glu He Gly Gin Glu Leu Thr 
Ci 415 420 425 

ass: 

dSv Gin Glu Trp Arg Gly Leu Glu Asn He Phe Glu He Tyr Leu Ser 
C 430 435 440 

Tyr Asn Lys Tyr Leu Gin Leu Thr Arg Asn Ser Phe Ala Leu Val Pro 
445 450 455 

Ser Leu Gin Arg Leu Met Leu Arg Arg Val Ala Leu Lys Asn Val Asp 
460 465 470 475 

Ser Ser Pro Ser Pro Phe Gin Pro Leu Arg Asn Leu Thr He Leu Asp 

480 485 490 

Leu Ser Asn Asn Asn He Ala Asn He Asn Asp Asp Met Leu Glu Gly 
495 500 505 

Leu Glu Lys Leu Glu He Leu Asp Leu Gin His Asn Asn Leu Ala Arg 
510 515 520 

Leu Trp Lys His Ala Asn Pro Gly Gly Pro He Tyr Phe Leu Lys Gly 
525 530 535 



Leu Ser His Leu His He Leu Asn Leu Glu Ser Asn Gly Phe Asp Glu 
540 545 550 555 

He Pro Val Glu Val Phe Lys Asp Leu Phe Glu Leu Lys He He Asp 

560 565 570 

Leu Gly Leu Asn Asn Leu Asn Thr Leu Pro Ala Ser Val Phe Asn Asn 
575 580 585 

Gin Val Ser Leu Lys Ser Leu Asn Leu Gin Lys Asn Leu He Thr Ser 
590 595 600 

Val Glu Lys Lys Val Phe Gly Pro Ala Phe Arg Asn Leu Thr Glu Leu 
605 610 615 

Asp Met Arg Phe Asn Pro Phe Asp Cys Thr Cys Glu Ser He Ala Trp 
620 625 630 635 

Phe Val Asn Trp He Asn Glu Thr His Thr Asn He Pro Glu Leu Ser 

640 645 650 

O 

Sir His Tyr Leu Cys Asn Thr Pro Pro His Tyr His Gly Phe Pro Val 
£! 655 660 665 

A§b Leu Phe Asp Thr Ser Ser Cys Lys Asp Ser Ala Pro Phe Glu Leu 
O 670 675 680 

■JL. 

pMe Phe Met He Asn Thr Ser He Leu Leu He Phe He Phe He Val 
. 685 690 695 

■ =i3 j 

Liu Leu He His Phe Glu Gly Trp Arg He Ser Phe Tyr Trp Asn Val 
7^0 705 710 715 

^r Val His Arg Val Leu Gly Phe Lys Glu He Asp Arg Gin Thr Glu 
P 720 725 730 

Gin Phe Glu Tyr Ala Ala Tyr He He His Ala Tyr Lys Asp Lys Asp 
735 740 745 

Trp Val Trp Glu His Phe Ser Ser Met Glu Lys Glu Asp Gin Ser Leu 
750 755 760 

Lvs Phe Cys Leu Glu Glu Arg Asp Phe Glu Ala Gly Val Phe Glu Leu 
765 770 775 

Glu Ala He Val Asn Ser He Lys Arg Ser Arg Lys He He Phe Val 
780 . 785 790 795 

He Thr His His Leu Leu Lys Asp Pro Leu Cys Lys Arg Phe Lys Val 

800 805 810 

His His Ala Val Gin Gin Ala He Glu Gin Asn Leu Asp Ser He He 
815 820 825 



Leu Val Phe Leu Glu Glu lie Pro Asp Tyr Lys Leu Asn His Ala Leu 

830 ^ 
Cys Leu Arg Arg Gly Met Phe Lys Ser His Cys lie Leu Asn Trp Pro 

845 850 . 855 

Val Gin Lys Glu Arg lie Gly Ala Phe Arg His Lys Leu Gin Val Ala 
860 865 870 

Leu Gly Ser Lys Asn Ser Val His 

880 



<210> 7 
<211> 2400 
<212> DNA 
<213> Unknown 



<220> 

,n Homo sapiens 



3> Description of Unknown Organism: primate; surmised 



<2g0> 

<f?l> CDS 

<g?2> (1) . • (2397) 

afe°qaq ctq aat ttc tac aaa ate ccc gac aac etc ccc ttc tea ace 48 
M g G?u lei Asn Phe Tyr Lys lie Pro Asp Asn Leu Pro Phe Ser Thr 

5 10 



=1 



Jtn aac eta qac ctq age ttt aat ccc ctg agg cat tta ggc age tat 
Lf Asn Leu Asp Leu s2r Phe Asn Pro Leu Arg His Leu Gly Ser Tyr 

aac ttc ttc agt ttc cca gaa ctg cag gtg ctg gat tta tec agg tgt 
Hr P^e Phe III Phe Pro Glu Leu Gin Val Leu Asp Leu Ser Arg Cys 
35 40 45 

™ a ^ r^rr ara att qaa qat ggg gca tat cag age eta age cac etc 
Su ill an Tnr ill IS Lp Gly *1. Tyr Gin Ser Leu Ser His Leu 

55 60 



i-r-r arc tta ata ttq aca gga aac ccc, ate cag agt tta gee ctg gga 
Ser Thr Leu ill lei Thr lly Asn^o lie Gin Ser Leu Ala Leu Gly 

nn ^ 75 ° 



65 70 



gee ttt tct gga eta teafagt tta cag aag ctg gtg get gtg gag aca 
Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys Leu Val Ala Val Glu Thr 

85 90 



aat eta qca tct eta gag aac ttc ccc att gga cat etc aaa act ttg 
Asn Leu 111 Ser Leu Glu Asn Phe Pro lie Gly His Leu Lys Thr Leu 



96 



144 



192 



240 



288 



336 



100 



105 HO 



aaa ctt aat gtg get cac aat ctt ate caa tct ttc aaa tta cct 
Lvs G?u Leu Asn Val Ala His Asn Leu lie Gin Ser Phe Lys Leu Pro 
1 - 120 125 



115 



aaa tat ttt tct aat ctg acc aat eta gag cac ttg gac ctt tec age 
Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu His Leu Asp Leu Ser Ser 
130 135 140 

aac aaa a tt caa agt att tat tgc aca gac ttg egg gtt eta cat caa 
Asn lys lie Gin sir lie Tyr Cys Thr Asp Leu Arg Val Leu His Gin 
145 150 155 l&O 

atq ccc eta etc aat etc tct tta gac ctg tec ctg aac cct atg aac 
Met Pro Leu Leu Asn Leu Ser Leu Asp Leu Ser Leu Asn Pro Met Asn 

165 I 70 175 

t-tt ate caa cca ggt gca ttt aaa gaa att agg ctt cat aag ctg act 
Phe_ne G?n Pro Gly Ala Phe Lys Glu lie Arg Leu His Lys Leu Thr 

O 180 185 190 

n-JLoa aat aat ttt qat agt tta aat gta atg aaa act tgt att caa 
Le&A?g III A^n Phe Lp Ser Leu Asn Val Met Lys Thr Cys He Gin 
O 195 200 205 

aaS eta act aat tta gaa gtc cat cgt ttg gtt ctg gga gaa ttt aga 
GlS Leu Ala Gly Leu Glu Val His Arg Leu Val Leu Gly Glu Phe Arg 

215 220 



210 



aaS gaa gga aac ttg gaa aag ttt gac aaa tct get eta gag ggc ctg 
As! Glu Gly Asn Leu Glu Lys Phe Asp Lys Ser Ala Leu Glu Gly Leu 
22b 230 235 240 

tcra aat ttg acc att gaa gaa ttc cga tta gca tac tta gac tac tac 
Cys As"n III Thr lie Glu Glu Phe Arg Leu. Ala Tyr Leu Asp Tyr Tyr 
1 - - - 250 255 



245 



etc qat qat att att gac tta ttt aat tgt ttg aca aat gtt tct tea 
Leu Asp Asp lie lie Lp Leu Phe Asn Cys Leu Thr Asn Val Ser Ser 
260 265 270 

ttt tec ctq qtq agt gtg act att gaa agg gta aaa gac ttt tct tat 
Pne Ser Leu Val Ser Val Thr lie Glu Arg Val Lys Asp Phe Ser Tyr 
275 280 285 

aat ttc gga tgg caa cat tta gaa tta gtt aac tgt aaa ttt gga l cag 
Asn Phe Gly Trp Gin His Leu Glu Leu Val Asn Cys Lys Phe Gly Gin 
290 295 300 

ttt ccc aca ttq aaa etc aaa tct etc aaa agg ctt act ttc act tec 
Phe %ro ?£r Leu Lys Leu Lys Ser Leu Lys Arg Leu Thr Phe Thr Ser 
305 310 315 320 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



a3 r aaa qqt qqg aat get ttt tea gaa gtt gat eta cca age ctt gag 

isn Lys" Gly Gly Asn Ala Phe Ser Glu Val Asp Leu Pro Ser Leu Glu 

325 330 335 

ttt eta gat etc agt aga aat ggc ttg agt ttc aaa ggt tgc tgt tct 

Phe Leu Asp Leu sir Arg Asn Gly Leu Ser Phe Lys Gly Cys Cys Ser 

345 350 



340 



caa aqt gat ttt ggg aca ace age eta aag tat tta gat ctg age ttc 

Gin III lsp Phe Ely Thr Thr Ser Leu Lys Tyr Leu Asp Leu Ser Phe 
355 360 365 

... aat a tt att ace atg agt tea aac ttc ttg ggc tta gaa caa eta 

Asn Gly Val ?le Tnr Me? sir Ser Asn Phe Leu Gly Leu Glu Gin Leu 

375 380 



370 



aaa cat ctq gat ttc cag cat tec aat ttg aaa caa atg agt gag ttt 
Glu His Leu Lp Phe Gin His Ser Asn Leu Lys Gin Met Ser Glu Phe 
385 590 395 

tcfigta ttc eta tea etc aga aac etc att tac ctt gac att tct cat 
Set Val Phe Leu Ser Leu Arg Asn Leu lie Tyr Leu Asp He Ser His 

410 415 



ad? cac acc aga gtt get ttc aat ggc ate ttc aat ggc ttg tec agt 
Tni! His Tnr Arg Val Ala Phe Asn Gly lie Phe Asn Gly Leu Ser Ser 

X. - ~ ~ 425 430 



420 



rrt* aaa ate tta aaa atg get ggc aat tct ttc cag gaa aac ttc ctt 
lI G?u Va? Leu Lys Me? Ala Gly Asn Ser Phe Gin Glu Asn Phe Leu 
■€'. 435 440 445 

5 i c i 

c<£ gat ate ttc aca gag ctg aga aac ttg acc ttc ctg gac etc tct 

P& Asp lie Phe Thr Glu Leu Arg Asn Leu Thr Phe Leu Asp Leu Ser 

M 450 455 460 

raa tat caa ctq qag cag ttg tct cca aca gca ttt aac tea etc tec 
G?n Cys G?n Leu 111 Gil Leu Ser Pro Thr Ala Phe Asn Ser Leu Ser 
465 470 475 480 

aat . rtt caa ata eta aat atg age cac aac aac ttc ttt tea ttg gat 
Hr Leu III Va? Leu Asn Me? Ser His Asn Asn Phe Phe Ser Leu Asp 

485 490 495 

aca ttt cct tat aag tgt ctg aac tec etc cag gtt ctt gat tac agt 
Tnr Phe Pro Tyr Lyi Cys Leu Asn Ser Leu Gin Val Leu Asp Tyr Ser 
500 505 510 

etc aat cac ata atg act tec aaa aaa cag gaa eta cag cat ttt cca 
Leu Asn His lie Met Thr Ser Lys Lys Gin Glu Leu Gin His Phe Pro 
515 520 525 

agt agt eta get ttc tta aat ctt act cag aat gac ttt get tgt act 



1008 



1056 



1104 



1152 



1200 



1248 



1296 



1344 



1392 



1440 



1488 



1536 



1584 



1632 



Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin Asn Asp Phe Ala Cys Thr 

53 0 ■ 535 



aaa oac cact aqt ttc ctg caa tgg ate aag gac cag agg cag etc 
gs llu USE SS sir Phe LeS Gin Trp lie Lys Asp Gin Arg Gin Leu 
545 550 555 

ttq qtg gaa gtt gaa cga atg gaa tgt gca aca cct tea gat aag cag 
lei Va? Glu Val Glu Arg Met Glu Cys Ala Thr Pro Ser Asp Lys Gin 

- - — 570 two 



~r.T ni-n rt-o aat tta aat ate ace tgt cag atg aat aag ace 
l?y Me? Pro |a! Leu Sr Leu Asn lie Thr Cys Gin Met Asn Lys Thr 

™t- nhn t-ra ate etc agt gtg ctt gta gta tct gtt gta gca 
Tit III lly Vaf Ser Tal Leu sir Val Leu Val Val Ser Val Val Ala 
595 600 605 

nhr fat aaa ttc tat ttt cac ctg atg ctt ctt get ggc tgc 
vS Leu Va? Tyr Lyl Phe Tyr Phe His Leu Met Leu Leu Ala Gly Cys 



CF 610 " " " 615 620 



W oat- aaa aqt aaa aac ate tat gat gee ttt gtt ate tac 

SI Ly! Tyr G?y Arg I!y ll» Asn He Tyr Asp Ala Phe Val lie Tyr 

- 630 635 



675 



a t-t- ot-t* ata ata tec cag cac ttc ate cag age 
5s ler A? g Lys vaf & v"l Va! la! Ser Gin His Phe lie Gin Ser 
690 695 700 

4-^*- hrh aaa tat qaq att get cag ace tgg cag ttt ctg 

1% Trp Cys lie Phe l?u Tyr llu lie La Gin Thr Trp Gin Phe Leu 
705 710 71b 

aac aat cat act qgt ate ate ttc att gtc ctg cag aag gtg gag aag 
sir Ifr Arg III Gly He He Phe lie Val Leu Gin Lys Val Glu Lys 



1680 



1728 



1776 



1824 



1872 



1920 



arc eta etc aqq cag cag gtg gag ctg tac cgc ctt etc age agg aac 
?hr Leu LeS Arg III Gin Val llu Leu Tyr Arg Leu Leu Ser Arg Asn 



1968 



6-S-5 

t-S= Mf rati aat aao qac tgg gta agg aat gag eta gta aag aat tta 
2r l?r SS a£ IS Lp Trp Val Arg Asn Glu Leu Val Lys Asn Leu 

cjfia Qaa ggg gtg cct cca ttt cag etc tgc ctt cac tac aga gac ttt 2016 
S5 llu Gly Val Pro Pro Phe Gin Leu Cys Leu Hxs Tyr Arg Asp Phe 
5 660 665 b/U 

ttt- aat ata acc att get gee aac ate ate cat gaa ggt ttc cat 2064 
fie Pro Hy Va! IE Se Ala Ala Asn lie lie His Glu Gly Phe Hxs 



2112 



2160 



2208 



2256 




740 



745 750 



art tac ctq gag tgg gag gac agt gtc ctg ggg egg cac ate ttc tgg 
?hr Ty? Glu T?p Glu Asp Ser Val Leu Gly Arg His lie Phe Trp 

A1 1 -- 760 765 



755 



caa etc aga aaa gec ctg ctg gat ggt aaa tea tgg aat cca gaa 
Arg A?g LeS Arg Lys Ala Leu Leu Asp Gly Lys Ser Trp Asn Pro Glu 



770 775 780 

orra aca qtq qqt aca gga tgc aat tgg cag gaa gca aca tct ate tga 

Glv Thr Val Gly Thr Gly Cys Asn Trp Gin Glu Ala Thr Ser lie 
785 790 795 



<210> 8 
<211> 799 
<212> PRT 
<213> Unknown 

mS°g1u Leu Asn Phe Tyr Lys lie Pro Asp Asn Leu Pro Phe Ser Thr 

^5 10 - ■!■=> 

lM Asn Leu Asp Leu Ser Phe Asn Pro Leu Arg His Leu Gly Ser Tyr 
O 20 25 

sdl Phe Phe Ser Phe Pro Glu Leu Gin Val Leu Asp Leu Ser Arg Cys 
M. 35 40 45 

GGx He Gin Thr lie Glu Asp Gly Ala Tyr Gin Ser Leu Ser His Leu 
CI 50 55 60 

sir Thr Leu He Leu Thr Gly Asn Pro lie Gin Ser Leu Ala Leu Gly 
S5 70 75 80 

Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys Leu Val Ala Val Glu Thr 

85 90 y 

Asn Leu Ala Ser Leu Glu Asn Phe Pro lie Gly His Leu Lys Thr Leu 
100 105 X 

Lys Glu Leu Asn Val Ala His Asn Leu lie Gin Ser Phe Lys Leu Pro 
y 115 120 125 

Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu His Leu Asp Leu Ser Ser 

13 0 I 35 140 

Asn Lys lie Gin Ser lie Tyr Cys Thr Asp Leu Arg Val Leu His Gin 
145 150 

Met Pro Leu Leu Asn Leu Ser Leu Asp Leu Ser Leu Asn Pro Met Asn 

165 170 x/3 



2304 



2352 



2400 



Phe lie Gin Pro Gly Ala Phe Lys Glu He Arg Leu His Lys Leu Thr 

180 185 

Leu Arg Asn Asn Phe Asp Ser Leu Asn Val Met Lys Thr Cys lie Gin 

195 200 

Gly Leu Ala Gly Leu Glu Val His Arg Leu Val Leu Gly Glu Phe Arg 

210 215 

Glu Gly Asn Leu Glu Lys Phe Asp Lys Ser Ala Leu Glu Gly Leu 



Asn 



230 



225 

Asn Leu Thr 

245 

Leu Asp Asp lie lie Asp Leu Phe Asn Cys Leu Thr Asn Val Ser Ser 

260 



Cys Asn Leu Thr lie Glu Glu Phe Arg Leu Ala Tyr Leu Asp Tyr Tyr 



Phe Ser Leu Val Ser Val Thr lie Glu Arg Val Lys Asp Phe Ser Tyr 

275 280 
A J Phe Gly Trp Gin His Leu Glu Leu Val Asn Cys Lys Phe Gly Gin 

Jj 290 295 
p| Pro Thr Leu Lys Leu Lys Ser Leu Lys Arg Leu Thr Phe Thr Ser 
3© 310 315 

A £ Lys Gly Gly Asn Ala Phe Ser Glu Val Asp Leu Pro Ser Leu Glu 
Pj| Leu Asp Leu Ser Arg Asn Gly Leu Ser Phe Lys Gly Cys Cys Ser 



340 345 



(fin Ser Asp Phe Gly Thr Thr Ser Leu Lys Tyr Leu Asp Leu Ser Phe 

h; 355 360 365 

Asn Gly Val lie Thr Met Ser Ser Asn Phe Leu Gly Leu Glu Gin Leu 

375 ■ 3au 



370 



Glu His Leu Asp Phe Gin His Ser Asn Leu Lys Gin Met Ser Glu Phe 
385 390 395 

Ser Val Phe Leu Ser Leu Arg Asn Leu lie Tyr Leu Asp lie Ser His 

405 410 

Thr His Thr Arg Val Ala Phe Asn Gly He Phe Asn Gly Leu Ser Ser 

420 ^ 25 
Leu Glu Val Leu Lys Met Ala Gly Asn Ser Phe Gin Glu Asn Phe Leu 

435 440 
Pro Asp lie Phe Thr Glu Leu Arg Asn Leu Thr Phe Leu Asp Leu Ser 
450 



Gin Cys Gin Leu Glu Gin Leu Ser Pro Thr Ala Phe Asn Ser Leu Ser 



465 



Ser Leu Gin Val Leu Asn Met Ser His Asn Asn Phe Phe Ser Leu Asp 

485 4yu 

Thr Phe Pro Tyr Lys Cys Leu Asn Ser Leu Gin Val Leu Asp Tyr Ser 

500 505 

Leu Asn His lie Met Thr Ser Lys Lys Gin Glu Leu Gin His Phe Pro 

515 520 
Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin Asn Asp Phe Ala Cys Thr 

530 535 
Cys Glu His Gin Ser Phe Leu Gin Trp lie Lys Asp Gin Arg Gin Leu 
545 550 



Leu Val Glu Val Glu Arg Met Glu Cys Ala Thr Pro Ser Asp Lys Gin 

Gil Met Pro Val Leu Ser Leu Asn lie Thr Cys Gin Met Asn Lys Thr 
~ 580 585 

III lie Gly Val Ser Val Leu Ser Val Leu Val Val Ser Val Val Ala 

? ! 595 600 

Jf Leu Val Tyr Lys Phe Tyr Phe His Leu Met Leu Leu Ala Gly Cys 

w n 610 615 620 

l| Lys Tyr Gly Arg Gly Glu Asn lie Tyr Asp Ala Phe Val lie Tyr 
623 630 

S© Ser Gin Asp Glu Asp Trp Val Arg Asn Glu Leu Val Lys Asn Leu 
H 645 650 

Glu Glu Gly Val Pro Pro Phe Gin Leu Cys Leu His Tyr Arg Asp Phe 
660 665 

lie Pro Gly Val Ala lie Ala Ala Asn lie lie His Glu Gly Phe His 

680 bUb 



675 

Lys Ser Arg Lys Val lie Val Val Val Ser Gin His Phe lie Gin Ser 

690 695 
Arg Trp Cys lie Phe Glu Tyr Glu lie Ala Gin Thr Trp Gin Phe Leu 
705 710 

Ser Ser Arg Ala Gly He lie Phe lie Val Leu Gin Lys Val Glu Lys 

725 730 

Thr Leu Leu Arg Gin Gin Val Glu Leu Tyr Arg Leu Leu Ser Arg Asn 
740 745 



\ 



Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu Gly Arg His He Phe Trp 
755 760 765 

Ara Arq Leu Arg Lya Ala Leu Leu Asp Gly Lys Ser Trp Asn Pro Glu 
9 770 775 780 

Glv Thr Val Gly Thr Gly Cys Asn Trp Gin Glu Ala Thr Ser lie 
785 790 795 



<210> 9 
<211> 1275 
<212> DNA 
<213> Unknown 

<223> Description of Unknown Organism: primate; surmi 
Homo sapiens 



<S0> 

<^1> CDS 

<2S22> (1) . • (1095) 

m 

< E 00> 9 ^ .__ «h ras oft. eta tat ttq 48 



tm- laa aat qtt ttt gag gga ctt tct cat ctt caa gtt ctg tat ttg 
£g Trp lap fal Phe Glu Gly Leu Ser His Leu Gin Val Leu Tyr Leu 

akt cat aac tat ctt aat tec ctt cca cca gga gta ttt age cat ctg 
A?n His Asn Tyr Leu Asn Ser Leu Pro Pro Gly Val Phe Ser His Leu 

9 0 25 30 

|=i, zu 

alt qca tta agg gga eta age etc aac tec aac agg ctg aca gtt ctt 
lr 111 leu A?i Gly Leu sir Leu Asn Ser Asn Arg Leu Thr Val Leu 



40 45 



tct cac aat gat tta cct get aat tta gag ate ctg gac ata tec agg 
Ser Sis Asn Asp Leu Pro Ala Asn Leu Glu lie Leu Asp lie Ser Arg 

50 55 60 

aac caq etc eta get cct aat cct gat gta ttt gta tea ctt agt gtc 
Asn Sn Leu Leu Ala Pro Asn Pro Asp Val Phe Val Ser Leu Ser Val 
65 70 75 

ttg gat ata act cat aac aag ttc att tgt gaa tgt gaa ctt age act 
Leu Asp lie Thr His Asn Lys Phe He Cys Glu Cys Glu Leu Ser Thr 

— 90 y - ) 



96 



144 



192 



240 



288 



336 




ora aac ata tat tgt gtg tac cct gac teg ttc tct ggg gtt tec etc 384 
Ala" aJp III Tyr Cys Val Tyr Pro Asp Ser Phe Ser Gly Val Ser Leu 
115 120 125 

t-t-e tct ctt tec acg.gaa ggt tgt gat gaa gag gaa gtc tta aag tec 
Phe Ser Leu Ser Thr Glu Gly Cys Asp Glu Glu Glu Val Leu Lys Ser 
130 135 140 

eta aaq ttc tec ctt ttc att gta tgc act gtc act ctg act ctg ttc 
Leu Lys Phe Ser Leu Phe lie Val Cys Thr Val Thr Leu Thr Leu Phe 
145 150 155 160 

etc atq ace ate etc aca gtc aca aag ttc egg ggc ttc tgt ttt ate 
Leu Met Thr lie Leu Thr Val Thr Lys Phe Arg Gly Phe Cys Phe lie 

165 170 175 

tat tat aag aca gee cag aga ctg gtg ttc aag gac cat ccc cag ggc 
Cys Tyr Lyi Thr Ala Gin Arg Leu Val Phe Lys Asp His Pro Gin Gly 



180 



aca qaa cct gat atg tac aaa tat gat gee tat ttg tgc ttc age age 
Th§ Glu Pro Asp Mel Tyr Lys Tyr Asp Ala Tyr Leu Cys Phe Ser Ser 

200 205 



195 



aal gac ttc aca tgg gtg cag aat get ttg etc aaa cac ctg gac act 
l53 Asp Phe Thr Trp Val Gin Asn Ala Leu Leu Lys His Leu Asp Thr 
U 210 215 220 

cfi tac aqt qac caa aac aga ttc aac ctg tgc ttt gaa gaa aga gac 
■qS Tyr sir Asp Gin Asn Arg Phe Asn Leu Cys Phe Glu Glu Arg Asp 
2& 230 235 240 

t-fcfc ate cca qqa gaa aac cgc att gee aat ate cag gat gee ate tgg 
pS Val Pro Gly" Glu Asn Arg lie Ala Asn lie Gin Asp Ala lie Trp 
Q 245 250 255 

3 s 

afc agt aga aag ate gtt tgt ctt gtg age aga cac ttc ctt aga gat 

Asn. Ill Arg Lyi He Val Cys Leu Val Ser Arg His Phe Leu Arg Asp 

260 265 270 

aac taq tac ctt gaa gee ttc agt tat gee cag ggc agg tgc tta tct 
Gly Trp Cys Leu Glu Ala Phe Ser Tyr Ala Gin Gly Arg Cys Leu Ser 
275 280 2 85 

aac ctt aac agt get etc ate atg gtg gtg gtt ggg tec ttg tec cag 
Asp Leu Asn Ser "Ala Leu lie Met Val Val Val Gly Ser Leu Ser Gin 



290 



295 300 



tac caq ttq atq aaa cat caa tec ate aga ggc ttt gta cag aaa cag 
Tyr III ill Me? Lys His Gin Ser lie Arg Gly Phe Val Gin Lys Gin 
305 310 315 320 

caa tat ttq aqq tgg cct gag gat etc cag gat gtt ggc tgg ttt ctt 
Gin Tyr Leu Arg T?p Pro Glu Asp Leu Gin Asp Val Gly Trp Phe Leu 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 




325 330 335 



^ mirt at* rta aaq aaa gaa aag gaa aag aag aaa. 
Sfs Lys Leu sfr Gin §?n fie £S Lyj Lys Ilu Lys Gl» Lys Lys Lys 
340 34t5 
»■ »»r. att ccq ttg caa act gta gca acc ate tec taatcaaagg 
f£ 5^ Asn tie £2 Leu Gin Thr Val Ala Thr lie Ser 
355 • 3bU 



1056 



1105 



agcaatttcc aacttatctc aagccacaaa taactcttca ctttgtattt gcaccaagtt 1165 
atcattttgg ggfcctctct ggaggttttt tttttctttt tgctactatg aaaacaacat 1225 
aaatctctca attttegtat caaaaaaaaa aaaaaaaaaa tggcggccgc 



1275 



<210> 10 
<211> 365 
<21_2> PRT 
<2@> Unknown 



5yf?rp°Asp Val Ph. Olu Gly Leu Ser His Leu Gin Val Leu Tyr Leu 

J His Asn Tyr Leu Asn Ser Leu Pro Pro Gly Val Phe Ser His Leu 
it 20 zt> 

Ala Leu Arg Gly Leu Ser Leu Asn Ser Asn Arg Leu Thr Val Leu 

s£ His Asn Asp Leu Pro Ala Asn Leu Glu lie Leu Asp lie Ser Arg 

fi 50 55 
aL Gin Leu Leu Ala Pro Asn Pro Asp Val Phe Val Ser Leu Ser Val 

65 ^ ^ 

Leu Asp lie Thr His Asn Lys Phe lie Cys Glu Cys Glu Leu Ser Thr 

8 5 

Phe lie Asn Trp Leu Asn His Thr Asn Val Thr lie Ala Gly Pro Pro 

100 lut> 
Ala Asp lie Tyr Cys Val Tyr Pro Asp Ser Phe Ser Gly Val Ser Leu 

115 120 
Phe ser Leu Ser Thr Glu Gly Cys Asp Glu Glu Glu Val Leu Lys Ser 

130 135 
Leu Lys Phe Ser Leu Phe He Val Cys Thr Val Thr Leu Thr Leu Phe 

150 ib::> 



145 



Leu Met Thr lie Leu Thr Val Thr Lys Phe Arg Gly Phe Cys Phe lie 

165 170 

Cys Tyr Lys Thr Ala Gin Arg Leu Val Phe Lys Asp His Pro Gin Gly 

180 

Thr Glu Pro Asp Met Tyr Lys Tyr Asp Ala Tyr Leu Cys Phe Ser Ser 

195 

Lys Asp Phe Thr Tr P Val Gin Asn Ala Leu Leu Lys His Leu Asp Thr 

210 215 
Gin Tyr Ser Asp Gin Asn Arg Phe Asn Leu Cys Phe Glu Glu Arg Asp 

225 



230 



Phe Val Pro Gly Glu Asn Arg He Ala Asn lie Gin Asp Ala lie Trp 

245 

Asn Ser Arg Lys lie Val Cys Leu Val Ser Arg His Phe Leu Arg Asp 
260 265 

GlySTrp Cys Leu Glu Ala Phe Ser Tyr Ala Gin Gly Arg Cys Leu Ser 
275 280 



AsIlLeu Asn Ser Ala Leu lie Met Val Val Val Gly Ser Leu Ser Gin 



295 300 



Tyl Gin Leu Met Lys His Gin Ser lie Arg Gly Phe Val Gin Lys Gin 
30 f 310 



290 

t.oii t.vs His Gin Ser He Arg 

315 

GlB Tyr Leu Arg Trp Pro Glu Asp Leu Gin Asp Val Gly Trp Phe Leu 
CI 325 330 

HiS Lys Leu Ser Gin Gin lie Leu Lys Lys Glu Lys Glu Lys Lys Lys 
O 340 345 

Asp Asn Asn lie Pro Leu Gin Thr Val Ala Thr lie Ser 



<210> 11 
<211> 3138 
<212> DNA 
<213> Unknown 

<223> Description of Unknown Organism : primate ; 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . • (3135) 



<220> 



<221> 
<222> 



mat_peptide 
(67) ... (3135) 



at^tg^aca ctg aag aga eta att ctt ate ctt ttt aac ata ate eta 48 
Met Trp Thr Leu Lys Arg Leu He Leu He Leu Phe Asn He He Leu 
-20 _15 ~ 10 

att tec aaa etc ctt ggg get aga tgg ttt cct aaa act ctg ccc tgt 96 
He Ser Lys Leu Leu Gly Ala Arg Trp Phe Pro Lys Thr Leu Pro Cys 
_ 5 -11 5 • 10 

qat qtc act ctg gat gtt cca aag aac cat gtg ate gtg gac tgc aca 144 
Asd Val Thr Leu Asp Val Pro Lys Asn His Val He Val Asp Cys Thr 
^ -- 20 25 



15 



qac aag cat ttg aca gaa att cct gga ggt att ccc acg aac acc acg 
Asp Lys His Leu Thr Glu He Pro Gly Gly He Pro Thr Asn Thr Thr 
30 35 40 

aa© etc acc etc acc att aac cac ata cca gac ate tec cca gcg tec 
As* Leu Thr Leu Thr He Asn His He Pro Asp He Ser Pro Ala Ser 
£) 45 50 55 

if! 

ttffi cac aga ctg gac cat ctg gta gag ate gat ttc aga tgc aac tgt 

pm His Arg Leu Asp His Leu Val Glu He Asp Phe Arg Cys Asn Cys 
f 60 65 70 

qfa cct att cca ctg ggg tea aaa aac aac atg tgc ate aag agg ctg 
V<flL Pro He Pro Leu Gly Ser Lys Asn Asn Met Cys He Lys Arg Leu 

1? 80 85 

csa att aaa ccc aga age ttt agt gga etc act tat tta aaa tec ctt 
Gin He Lys Pro Arg Ser Phe Ser Gly Leu Thr Tyr Leu Lys Ser Leu 

95 100 105 

tac ctg gat gga aac cag eta eta gag ata ccg cag ggc etc ccg cct 
Tyr Leu Asp Gly Asn Gin Leu Leu Glu He Pro Gin Gly Leu Pro Pro 
HO H5 120 

aqc tta cag ctt etc age ctt gag gee aac aac ate ttt tec ate aga 
Ser Leu Gin Leu Leu Ser Leu Glu Ala Asn Asn He Phe Ser He Arg 
125 130 135 

aaa gag aat eta aca gaa ctg gee aac ata gaa ata etc tac ctg ggc 
Lys Glu Asn Leu Thr Glu Leu Ala Asn He Glu He Leu Tyr Leu Gly 
140 145 150 

caa aac tgt tat tat cga aat cct tgt tat gtt tea tat tea ata gag 
Gin Asn Cys Tyr Tyr Arg Asn Pro Cys Tyr Val Ser Tyr Ser He Glu 
155 160 165 170 

aaa gat gee ttc eta aac ttg aca aag tta aaa gtg etc tec ctg aaa 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



Lvs Asp Ala Phe Leu Asn Leu Thr Lys Leu Lys Val Leu Ser Leu Lys 
1 180 185 



175 



aat aac aat gtc aca gcc gtc cct act gtt ttg cca tct act tta aca 
Asp Asn Asn Val Thr Ala Val Pro Thr Val Leu Pro Ser Thr Leu Thr 
y 190 195 200 

aaa eta tat etc tac aac aac atg att gca aaa ate caa gaa gat gat 
Glu Leu Tvr Leu Tyr Asn Asn Met He Ala Lys He Gin Glu Asp Asp 



205 



agb etc ate caa ttg gat ctg tct ttc aat ttt gaa ctt cag gtc tat 
Ser Leu lie Gin Leu Asp Leu Ser Phe Asn Phe Glu Leu Gin Val Tyr 
315 320 325 330 



cqt qca tct atg aat eta tea caa gca ttt tct tea ctg aaa age ctg 
Arq Ala Ser Met Asn Leu Ser Gin Ala Phe Ser Ser Leu Lys Ser Leu 
y 335 340 345 

aaa att ctg egg ate aga gga tat gtc ttt aaa gag ttg aaa age ttt 
Lys He Leu Arg lie Arg Gly Tyr Val Phe Lys Glu Leu Lys Ser Phe 
1 350 355 360 

aac etc teg cca tta cat aat ctt caa aat ctt gaa gtt ctt gat ctt 
Asn Leu Ser Pro Leu His Asn Leu Gin Asn Leu Glu Val Leu Asp Leu 
365 370 375 

ggc act aac ttt ata aaa att get aac etc age atg ttt aaa caa ttt 
Glv Thr Asn Phe He Lys He Ala Asn Leu Ser Met Phe Lys Gin Phe 
380 385 390 



672 



720 



768 



816 



864 



ttt aat aac etc aac caa tta caa att ctt gac eta agt gga aat tgc 
Phe Asn Asn Leu Asn Gin Leu Gin He Leu Asp Leu Ser Gly Asn Cys 
220 225 230 

cct cqt tqt tat aat gcc cca ttt cct tgt gcg ccg tgt aaa aat aat 
Pro Arg Cys Tyr Asn Ala Pro Phe Pro Cys Ala Pro Cys Lys Asn Asn 
235 240 245 250 

tct ccc eta cag ate cct gta aat get ttt gat gcg ctg aca gaa tta 
Sew Pro Leu Gin He Pro Val Asn Ala Phe Asp Ala Leu Thr Glu Leu 

r °? 255 260 265 

C , •• " 

aaS Qtt tta cgt eta cac agt aac tct ctt cag cat gtg ccc cca aga 912 
lM Val Leu Arg Leu His Ser Asn Ser Leu Gin His Val Pro Pro Arg 
1=i 270 275 280 

P 

td& ttt aag aac ate aac aaa etc cag gaa ctg gat ctg tec caa aac 
Tfo Phe Lys Asn He Asn Lys Leu Gin Glu Leu Asp Leu Ser Gin Asn 

1 285 2 90 2 95 

D 

tffe ttg gcc aaa gaa att ggg gat get aaa ttt ctg cat ttt etc ccc 
pfe Leu Ala Lys Glu He Gly Asp Ala Lys Phe Leu His Phe Leu Pro 
O 300 305 310 



960 



1008 



1056 



1104 



1152 



1200 



1248 



nt-n aaa ate ata qat ctt tea gtg aat aaa ata tea cct tea 
Lys A?g llu Lys &1 U. Asp Leu Ser Val Asn Lye Xle Ser Pro Ser 
J 400 40b 



« a f i-^* aaf aaa att qqc ttc tgc tea aat gec aga act tct gta 
l?y Asp ser S£ llu va£ l?y Phe Cys Ser Asn Ala Arg Thr Ser Val 

=^t- t-at- aaa ccc caq qtc ctg gaa caa tta cat tat ttc aga tat 
S" S£ Tyr |u Pro Gin val Leu llu Gin Leu His Tyr Phe Arg Tyr 



- hai- ooa aaa aat tqc aga ttc aaa aac aaa gag get tct ttc 

lip Lyl Tyr Ha Arg Ser C?s A?g Phe Lys Asn Lys Glu Ala Ser Phe 
445 450 

. n t-^f att aat aaa aqc tgc tac aag tat ggg cag acc ttg gat eta 
Me? Ser Val Zn 1" Ser Cys Tyr Lys Tyr Gly Gin Thr Leu Asp Leu 



460 



465 470 



so. 3 t- a n-t- t-t-t- ate aaq tec tct gat ttt cag cat ctt 

It LyS Asn Sr Se Pne Pne Va? Lys Ser Ser Lp Phe Gin His Leu 
4^5 480 48b 

Jn. 4.4.^ = = t-ar eta aat ctg tea gga aat etc att age caa act 

It ae Leu Lys Cys Leu Asn Leu Ser Gly Asn Leu lie Ser Gin Thr 



495 



500 505 



rt-t- cac aaa ctq qaa gtt ctg gat ata age agt aat age cat tat ttt 
Leu Uis Lys Leu llu Val Leu Asp He Ser Ser Asn Ser His Tyr Phe 
540 545 550 

caa tea qaa gga att act cat atg eta aac ttt acc aag aac eta aag 
Gin Ser llu Gly He Thr His Met Leu Asn Phe Thr Lys Asn Leu Lys 
555 560 565 

gtt ctg cag aaa ctg atg atg aac gac aat gac ate tct tee tec acc 
Val Leu Gin Lys Leu Met Met Asn Asp Asn Asp He Ser Ser Ser inr 

aar aaa acc atq qaq agt gag tct ctt aga act ctg gaa ttc aga gga 
lit Arg ?hr Me? IS Ser llu Ser Leu Arg Thr Leu Glu Phe Arg Gly 

595 dUU 



1296 



1344 



1392 



1440 



1488 



1536 



1584 



1632 



it aat qqc agt gaa ttc caa cct tta gca gag ctg aga tat ttg gac 
Sfo San Gly Sir llu Phe Gin Pro Leu Ala Glu Leu Arg Tyr Leu Asp 
M, 510 515 ^ u 

Br, hrr aar aac cqq ctt gat tta etc cat tea aca gca ttt gaa gag 1680 
|e Ser Asn Arg Leu Lp Leu Leu His Ser Thr Ala Phe Glu Glu 

525 530 bJb 



1728 



1776 



1824 



1872 



aat cac tta gat gtt tta tgg aga gaa ggt gat aac aga tac tta caa 
Asn His Leu Asp Val Leu Trp Arg Glu Gly Asp Asn Arg Tyr Leu Gin 
605 610 615 

tta ttc aaq aat ctg eta aaa tta gag gaa tta gac ate tct aaa aat 
Leu Phe Lys Asn Leu Leu Lys Leu Glu Glu Leu Asp He Ser Lys Asn 
620 625 630 

tec eta aqt ttc ttg cct tct gga gtt ttt gat ggt atg cct cca aat 
Ser Leu Ser Phe Leu Pro Ser Gly Val Phe Asp Gly Met Pro Pro Asn 
635 640 645 650 

eta aaq aat etc tct ttg gec aaa aat ggg etc aaa tct ttc agt tgg 
Leu Lys Asn Leu Ser Leu Ala Lys Asn Gly Leu Lys Ser Phe Ser Trp 

660 665 



655 



aag aaa etc cag tgt eta aag aac ctg gaa act ttg gac etc age cac 
Lvs Lys Leu Gin Cys Leu Lys Asn Leu Glu Thr Leu Asp Leu Ser His 
* 1 675 680 



670 

a 



aag caa ctg ace act gtc cct gag aga tta tec aac tgt tec aga age 
Asl Gin Leu Thr Thr Val Pro Glu Arg Leu Ser Asn Cys Ser Arg Ser 
v 685 690 695 

effl aaq aat ctg att ctt aag aat aat caa ate agg agt ctg acg aag 
IU Lys Asn Leu lie Leu Lys Asn Asn Gin lie Arg Ser Leu Thr Lys 
U 700 705 710 

tfc ttt eta caa gat gee ttc cag ttg cga tat ctg gat etc age tea 
Tvr Phe Leu Gin Asp Ala Phe Gin Leu Arg Tyr Leu Asp Leu Ser Ser 
n % 720 725 730 

afft aaa ate cag atg ate caa aag ace age ttc cca gaa aat gtc etc 
A§h Lys lie Gin Met lie Gin Lys Thr Ser Phe Pro Glu Asn Val Leu 



735 



aac aat ctq aag atg ttg ctt ttg cat cat aat egg ttt ctg tgc ace 
lln Asn lei Ly! Me? Le5 Leu Leu His His Asn Arg Phe Leu Cys Thr 
750 755 760 

tgt gat get gtg tgg ttt gtc tgg tgg gtt aac cat acg gag gtg act 
Cys lsp Ala Val Trp Phe Val Trp Trp Val Asn His Thr Glu Val Thr 
765 770 775 

att cct tac ctg gee aca gat gtg act tgt gtg ggg cca" gga gca cac 
lie Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly Pro Gly Ala His 
780 785 790 

aaq qgc caa agt gtg ate tec ctg gat ctg tac acc tgt gag tta gat 
Lys Gly Gin Ser Val lie Ser Leu Asp Leu Tyr Thr Cys Glu Leu Asp 
795 800 805 810 

ctq act aac ctg att ctg ttc tea ctt tec ata tct gta tct etc ttt 
Leu Thr Asn Leu lie Leu Phe Ser Leu Ser He Ser Val Ser Leu Phe 



1920 



1968 



2016 



2064 



2112 



2160 



2208 



2256 



2304 



2352 



2400 



2448 



2496 



2544 



815 



820 825 



etc atq Qtg atg atg aca gca agt cac etc tat ttc tgg gat gtg tgg 
Leu Met Val Met Met Thr Ala Ser His Leu Tyr Phe Trp Asp Val Trp 
830 835 840 

tat att tac cat ttc tgt aag gec aag ata aag ggg tat cag cgt eta 
Tvr He Tyr His Phe Cys Lys Ala Lys He Lys Gly Tyr Gin Arg Leu 
y 945 850 855 

ata tea cca gac tgt tgc tat gat get ttt att gtg tat gac act aaa 
III Ser Pro Asp Cys Cys Tyr Asp Ala Phe lie Val Tyr Asp Thr Lys 
860 865 870 

oac cca get gtg ace gag tgg gtt ttg get gag ctg gtg gee aaa ctg 
?sd Pro Ala Val Thr Glu Trp Val Leu Ala Glu Leu Val Ala Lys Leu 

880 885 890 

qaa gac cca aga gag aaa cat ttt aat tta tgt etc gag gaa agg gac 
rlu Asd Pro Arq Glu Lys His Phe Asn Leu Cys Leu Glu Glu Arg Asp 
- F 900 905 



895 



aaq tec aag ttc etc cag etc egg aaa agg etc tgt ggg agt tct gtc 
Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu Cys Gly Ser Ser Val 
1 980 985 



975 



ctt gag tgg cca aca aac ccg caa get cac cca tac ttc tgg cag tgt 
Leu Glu Trp Pro Thr Asn Pro Gin Ala His Pro Tyr Phe Trp Gin Cys 
990 995 1000 

eta aag aac gee ctg gee aca gac aat cat gtg gee tat agt cag gtg 
Leu Lys Asn Ala Leu Ala Thr Asp Asn His Val Ala Tyr Ser Gin Val 
1005 1010 1015 

ttc aag gaa acg gtc tag 
Phe Lys Glu Thr Val 
1020 



2592 



2640 



2688 



2736 



2784 



2832 



tdi tta cca ggg cag cca gtt ctg gaa aac ctt tec cag age ata cag 
Trl Leu Pro Gly Gin Pro Val Leu Glu Asn Leu Ser Gin Ser He Gin 
B 910 915 920 

ctS age aaa aag aca gtg ttt gtg atg aca gac aag tat gca aag act 
LeUa Sir Lys Lys Thr Val Phe Val Met Thr Asp Lys Tyr Ala Lys Thr 
925 930 935 

gS aat ttt aag ata gca ttt tac ttg tec cat cag agg etc atg gat 
Gl» Asn Phe Lys He Ala Phe Tyr Leu Ser His Gin Arg Leu Met Asp 
~ 940 945 950 

gS aaa gtt gat gtg att ate ttg ata ttt ctt gag aag ccc ttt cag 2976 
Glu Lys Val Asp Val He He Leu He Phe Leu Glu Lys Pro Phe Gin 
955 960 965 970 



2880 



2928 



3024 



3072 



3120 



3138 



<210> 12 
<211> 1045 
<212> PRT 
<213> Unknown 

Set°Trp 2 Thr Leu Lys Arg Leu He Leu He Leu Phe Asn He He Leu 



•20 



He Ser Lys Leu Leu Gly Ala Arg Trp Phe Pro Lys Thr Leu Pro Cys 

- 5 - 1 1 ^ 

Asp Val Thr Leu Asp Val Pro Lys Asn His Val He Val Asp Cys Thr 

- — 20 ^ 



Asp Lys His Leu Thr Glu He Pro Gly Gly He Pro Thr Asn Thr Thr 
30 35 40 

Asm Leu Thr Leu Thr He Asn His He Pro Asp He Ser Pro Ala Ser 
% 45 50 55 ^ 



pfe His Arg Leu Asp His Leu Val Glu He Asp Phe Arg Cys Asn Cys 
!; 60 65 70 

\il Pro He Pro Leu Gly Ser Lys Asn Asn Met Cys He Lys Arg Leu 

GJLn He Lys Pro Arg Ser Phe Ser Gly Leu Thr Tyr Leu Lys Ser Leu 
U 95 100 105 

£i 

fe>r Leu Asp Gly Asn Gin Leu Leu Glu He Pro Gin Gly Leu Pro Pro 

c no 

5er Leu Gin Leu Leu Ser Leu Glu Ala Asn Asn He Phe Ser He Arg 
125 130 135 

Lys Glu Asn Leu Thr Glu Leu Ala Asn He Glu He Leu Tyr Leu Gly 
140 145 I 50 



Gin Asn Cys Tyr Tyr Arg Asn Pro Cys Tyr Val Ser Tyr Ser He Glu 
155 160 165 I 70 

Lys Asp Ala Phe Leu Asn Leu Thr Lys Leu Lys Val Leu Ser Leu Lys 
y * 175 180 185 

Asp Asn Asn Val Thr Ala Val Pro Thr Val Leu Pro Ser Thr Leu Thr 
* 190 195 200 

Glu Leu Tyr Leu Tyr Asn Asn Met He Ala Lys He Gin Glu Asp Asp 
205 210 215 

Phe Asn Asn Leu Asn Gin Leu Gin He Leu Asp Leu Ser Gly Asn Cys 



220 



225 230 



Pro Arg Cys Tyr Asn Ala Pro Phe Pro Cys Ala Pro Cys Lys Asn Asn 

235 

Ser Pro Leu Gin lie Pro Val Asn Ala Phe Asp Ala Leu Thr Glu Leu 

255 260 265 

Lys Val Leu Arg Leu His Ser Asn Ser Leu Gin His Val Pro Pro Arg 



270 



Trp Phe Lys Asn He Asn Lys Leu Gin Glu Leu Asp Leu Ser Gin Asn 
285 290 295 

Phe Leu Ala Lys Glu lie Gly Asp Ala Lys Phe Leu His Phe Leu Pro 
300 305 310 

Ser Leu lie Gin Leu Asp Leu Ser Phe Asn Phe Glu Leu Gin Val Tyr 



315 



320 325 330 



A Cg Ala Ser Met Asn Leu Ser Gin Ala Phe Ser Ser Leu Lys Ser Leu 

yn 335 340 .345 

lis He Leu Arg He Arg Gly Tyr Val Phe Lys Glu Leu Lys Ser Phe 
Ci 350 355 360 

<F*t 

Aln Leu Ser Pro Leu His Asn Leu Gin Asn Leu Glu Val Leu Asp Leu 
365 370 375 

(SLy Thr Asn Phe lie Lys He Ala Asn Leu Ser Met Phe Lys Gin Phe 
£ 380 385 390 

Lj, 

, -r T .,~ tr^i no son t.pmi fipr Val 

405 410 



Eys Arg Leu Lys Val He Asp Leu Ser Val Asn Lys He Ser Pro Ser 

J95 400 405 410 

Gly Asp Ser Ser Glu Val Gly Phe Cys Ser Asn Ala Arg Thr Ser Val 

1 * 420 425 



415 



Glu Ser Tyr Glu Pro Gin Val Leu Glu Gin Leu His Tyr Phe Arg Tyr 
430 435 440 

Asp Lys Tyr Ala Arg Ser Cys Arg Phe Lys Asn Lys Glu Ala Ser Phe 
* 445 450 455 

Met Ser Val Asn Glu Ser Cys Tyr Lys Tyr Gly Gin Thr Leu Asp Leu 
■ 460 465 470 

Ser Lys Asn Ser He Phe Phe Val Lys Ser Ser Asp Phe Gin His Leu 
475 480 485 4yu 

Ser Phe Leu Lys Cys Leu Asn Leu Ser Gly Asn Leu He Ser Gin Thr 

495 500 505 



Leu Asn Gly Ser Glu Phe Gin Pro Leu Ala Glu Leu Arg Tyr Leu Asp 

510 blb 

Phe Ser Asn Asn Arg Leu Asp Leu Leu His Ser Thr Ala Phe Glu Glu 

525 530 
Leu His Lys Leu Glu Val Leu Asp He Ser Ser Asn Ser His Tyr Phe 



545 



540 

Glu Gly He Thr His Met Leu Asn Phe Thr Lys Asn Leu Lys 



Gin Ser Glu uxy ixe sg5 

555 560 



val Leu Gin Lys Leu Met Met Asn Asp Asn Asp lie Ser Ser Ser Thr 

575 Dt3U 

ser Arg Thr Met Glu Ser Glu Ser Leu Arg Thr Leu Glu Phe Arg Gly 

590 byD 
Asn His Leu Asp Val Leu Trp Arg Glu Gly Asp Asn Arg Tyr Leu Gin 

605 610 
Lei Phe Lys Asn Leu Leu Lys Leu Glu Glu Leu Asp He Ser Lys Asn 

€i 620 625 
S J Leu ser Phe Leu Pro Ser Gly Val Phe Asp Gly Met Pro Pro Asn 

lJ Lys Asn Leu Ser Leu Ala Lys Asn Gly Leu Lys Ser Phe Ser Trp 

l| Lys Leu Gin Cys Leu Lys Asn Leu Glu Thr Leu Asp Leu Ser His 
tT 670 675 

A g Gin Leu Thr Thr Val Pro Glu Arg Leu Ser Asn Cys Ser Arg Ser 

690 



685 



Leu Lys Asn Leu lie Leu Lys Asn Asn Gin He Arg Ser Leu Thr Lys 

700 705 
Tyr Phe Leu Gin Asp Ala Phe Gin Leu Arg Tyr Leu Asp Leu Ser Ser 
715 720 

*. ti« r-in t^q Thr Ser Phe Pro Glu Asn Val Leu 
Asn Lys He Gin Met He Gin Lys inr ser me 

735 /4U 

Asn Asn Leu Lys Met Leu Leu Leu His His Asn Arg Phe Leu Cys Thr 

750 755 
Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn His Thr Glu Val Thr 

lie Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly Pro Gly Ala His 
780 785 9 



Lys Gly Gin Ser Val He Ser Leu Asp Leu Tyr Thr Cys Glu Leu Asp 

795 800 

Leu Thr Asn Leu lie Leu Phe Ser Leu Ser He Ser Val Ser Leu Phe 

815 

Leu Met val Met Met Thr Ala Ser His Leu Tyr Phe Trp Asp Val Trp 

830 8Jb 
Tyr He Tyr His Phe Cys Lys Ala Lys lie Lys Gly Tyr Gin Arg Leu 

845 850 
He ser Pro Asp Cys Cys Tyr Asp Ala Phe He Val Tyr Asp Thr Lys 
860 865 



Asp Pro Ala Val Thr Glu Trp Val Leu Ala Glu Leu Val Ala Lys Leu 

875 880 

Glu Asp Pro Arg Glu Lys His Phe Asn Leu Cys Leu Glu Glu Arg Asp 

895 yuu 
T J Leu Pro Gly Gin Pro Val Leu Glu Asn Leu Ser Gin Ser lie Gin 



910 

Lfi , 
l| Ser Lys Lys Thr Val Phe Val Met Thr Asp Lys Tyr Ala Lys Thr 



aSi Asn Phe Lys He Ala Phe Tyr Leu Ser His Gin Arg Leu Met Asp 

940 945 
gI Lys val Asp val He lie Leu lie Phe Leu Glu Lys Pro Phe Gin 

9§5 960 

l| ser Lys Phe Leu Gin Leu Arg Lys Arg Leu Cys Gly Ser Ser Val 

£T 975 980 

Leu Glu Trp Pro Thr Asn Pro Gin Ala His Pro Tyr Phe Trp Gin Cys 

990 99b 
Leu Lys jsn Ala Leu Ala Thr^sp Asn His Val Ala^yr Ser Gin Val 



Phe Lys Glu Thr Val 
1020 



<210> 13 
<211> 180 
<212> DNA 
<213> Unknown 

<220> 



<223> Description of Unknown Organi sm: rodent ; surmised 



Mus musculus 



<220> 

<221> CDS 

<222> (1) • • (177) 

< ^°^ 3 aaa cct ctt caq aag tct aag ttt ctt cag etc agg aag aga 48 
ten lly Lys Tro Leu G?n Lyl Ser Lys Phe Leu Gin Leu Arg Lys Arg 
1 5 10 ± 



etc tqc agg age tct gtc ctt gag tgg cct gca aat cca cag get cac 
ten Cys 5?g Ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His 
20 25 

™ t-ar ttc taq caq tqc ctg aaa aat gec ctg acc aca gac aat cat 
Pro Tyr Phe Tr? G?n C?s Leu Lys Asn Ala Leu Thr Thr Asp Asn Hxs 
* « 40 45 



qtg get tat agt caa atg ttc aag gaa aca gtc tag 
VaA Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 



50 55 



<Sio> 14 

<£L1> 59 
<!£L2> PRT 
<4l3> Unknown 



Li£°Sly 4 Lys Pro Leu Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg 
Ci .5 10 

iSu Cys Arg Ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His 
C 20 25 30 

Pro Tyr Phe Trp Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn His 
in 40 45 



Val Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 
50 55 



96 



144 



180 



<210> 15 
<211> 990 
<212> DNA 
<213> Unknown 

<223> Description of Unknown Organism : primate ; surmised 
Homo sapiens 



<220> 
<221> CDS 



<222> (2) . . (988) 



III lie aaa ctt ata aac ttg aaa aat etc tat ttg gec tgg aac tgc 49 
9 ? at H CC - a !2 ?" a«n T . e S Lvs Asn Leu Tyr Leu Ala Trp Asn Cvs 

10 15 



A Sn III Arg Leu US As"n Liu Lys Asn Leu Tyr Leu Ala Trp Asn Cys 
1.5 10 lb 

t-t-t aac aaa qtt tgc gag aaa act aac ata gaa gat gga gta ttt 
Tyr Phe Asn LyS Val Cys Glu Lys Thr Asn lie Glu Asp Gly Val Phe 
20 25 

r-t-rr sra aat ttq qaq ttg eta tea eta tct ttc aat tct ctt 
S" Tn? HI Tnr S£ Leu llu Leu Leu Ser Leu Ser Phe A S n Ser Leu 
35 40 

ot-a cca ccc aaa ctg cca age tec eta cgc aaa ctt ttt ctg 
Ser SE Val Pro Pro Lys Leu Pro Ser Ser Leu Arg Lys Leu Phe Leu 

aac aac acc cag ate aaa tac att agt gaa gaa gat ttc aag gga ttg 
!I§a£ ?hr gS He Lys Tyr lie Ser Glu Glu Asp Phe Lys Gly Leu 
6|; 70 75 

at-S aat tta aca tta eta gat tta age ggg aac tgt ccg agg tgc ttc 
SI As"n Leu Tnr Leu Leu Asp Leu Ser Gly Asn Cys Pro Arg Cys Phe 
Ci ' 85 90 yS 

9 J* nrr rra ttt cca tqc gtg cct tgt gat ggt ggt get tea att aat 
aS lit Pro P^e Pro Cys Val Pro Cys Asp Gly Gly Ala Ser lie Asn 



G 100 



a iZ m«- not ttt qct ttt caa aac ttg acc caa ctt cga tac eta aac 
?S Arg Phe Phe Gin Asn Leu Thr Gin Leu Arg Tyr Leu Asn 

etc tct age act tec etc agg aag att aat get gee tgg ttt aaa aat 
LeS Ser III Thr Ser Leu Arg Lys lie Asn Ala Ala Trp Phe Lys Asn 



130 



135 140 



4-~ ~^«- r-t-n aaa ata ctq qat ctt gaa ttc aac tat tta gtg gga 

SS? Pro Sfs Leu 2£ fa? Leu Lp Leu Sl» Phe Asn Tyr Leu Val Gly 
145 150 155 

aaa ata acc tct qqg gca ttt tta acg atg ctg ccc cgc tta gaa ata 
%lu Tie A?a Ser Gly Ala Phe Leu Thr Met Leu Pro Arg Leu Glu lie 

165 170 

ctt qac ttq tct ttt aac tat ata aag ggg agt tat cca cag cat att 
Seu Asp lei Ser Phe Asn Tyr lie Lys Gly Ser Tyr Pro Gin His lie 

185 ■ Lyu 



180 



aat att tec aqa aac ttc tct aaa ctt ttg tct eta egg gca ttg cat 
Asn III Ser A?g Asn Phe Ser Lys Leu Leu Ser Leu Arg Ala Leu His 



97 



145 



193 



241 



289 



337 



385 



433 



481 



529 



577 



625 



195 



200 205 



t-t-a aaa qqt tat gtg ttc cag gaa etc aga gaa gat gat ttc cag ccc 
Leu Arg Gly Tyr Val Phe Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro 

210 

, n at . a raa ct t cca aac tta teg act ate aac ttg ggt att aat ttt 
£eu Me? Gin Leu Pro Asn Leu Ser Thr lie Asn Leu oly He Asn Phe 



225 



a hr aat ttc aaa ctt ttc caa aat ttc tec aat ctg gaa 
Se Ly! Gin lit Asp Pne Lys Leu Phe Gin Asn Phe Ser Asn Leu Glu 

245 250 

aH . tac tta tea qaa aac aga ata tea ccg ttg gta aaa gat ace 

III He Tyr Leu Ser Glu Asn Arg He Ser Pro Leu Val Lys Asp Thr 
260 265 

*- +-^f- aat- aat- tec tct ttt caa cat cat ate egg aaa 

A?! £S III Tyr IS E£ Ser Ser Ser Phe Gin A? g His He Ar 9 Lys 
O 275 280 285 

* t-r.= a ra aat ttt aaa ttt gac cca cat teg aac ttt tat cat 

a! Arg Ser ?hr f£ Pne Glu Phe Lp Pro His Ser Asn Phe Tyr His 

n 290 295 

'ESS* 

tte ace cgt cct tta ata aag cca caa tgt get get tat gga aaa gee 
p| ?nr Sg.Pro Leu lie Lys Pro Gin Cys Ala Ala Tyr Gly Lys Ala 



305 



t|a gat tta age etc aac agt att ttc tt 
Leu Asp Leu Ser Leu Asn Ser He Phe 



Leu Asp 

5 

<#10> 16 
<211> 329 
<212> PRT 
<213> Unknown 



673 



721 



769 



817 



865 



913 



961 



O . . . _ a „f t-fn tt 



<400> 16 

Asn Ser Arg Leu He Asn Leu Lys 
1 5 

Tyr Phe Asn Lys Val Cys Glu Lys 
20 

Glu Thr Leu Thr Asn Leu Glu Leu 



Ser His Val Pro Pro Lys Leu Pro 
50 55 

Ser Asn Thr Gin He Lys Tyr He 



Asn Leu Tyr Leu Ala Trp Asn Cys 
10 15- 

Thr Asn He Glu Asp Gly Val Phe 
25 30 

Leu Ser Leu Ser Phe Asn Ser Leu 

45 

Ser Ser Leu Arg Lys Leu Phe Leu 
60 

Ser Glu Glu Asp Phe Lys Gly Leu 



65 70 75 80 

He Asn Leu Thr Leu Leu Asp Leu Ser Gly Asn Cys Pro Arg Cys Phe 
ue 85 90 95 

Asn Ala Pro Phe Pro Cys Val Pro Cys Asp Gly Gly Ala Ser He Asn 
100 105 110 

He Asp Arg Phe Ala Phe Gin Asn Leu Thr Gin Leu Arg Tyr Leu Asn 
H5 120 125 

Leu Ser Ser Thr Ser Leu Arg Lys He Asn Ala Ala Trp Phe Lys Asn 
130 135 140 

Met Pro His Leu Lys Val Leu Asp Leu Glu Phe Asn Tyr Leu Val Gly 
145 150 155 160 

Glu He Ala Ser Gly Ala Phe Leu Thr Met Leu Pro Arg Leu Glu He 

165 170 175 

Le9 Asp Leu Ser Phe Asn Tyr He Lys Gly Ser Tyr Pro Gin His He 
f 180 185 190 

Asli He Ser Arg Asn Phe Ser Lys Leu Leu Ser Leu Arg Ala Leu His 
O 195 200 205 

LeSi Arg Gly Tyr Val Phe Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro 
N 210 215 220 

St 

LSii Met Gin Leu Pro Asn Leu Ser Thr He Asn Leu Gly He Asn Phe 
223 230 235 240 

I 0b Lys Gin He Asp Phe Lys Leu Phe Gin Asn Phe Ser Asn Leu Glu 
p 245 250 255 

Li 

lie He Tyr Leu Ser Glu Asn Arg He Ser Pro Leu Val Lys Asp Thr 

•* ^^i- OTA 



260 



265 270 



Arg Gin Ser Tyr Ala Asn Ser Ser Ser Phe Gin Arg His He Arg Lys 
275 280 285 

Arg Arg Ser Thr Asp Phe Glu Phe Asp Pro His Ser Asn Phe Tyr His 
290 ' 295 300 

Phe Thr Arg Pro Leu He Lys Pro Gin Cys Ala Ala Tyr Gly Lys Ala 
305 310 315 320 

Leu Asp Leu Ser Leu Asn Ser He Phe 

325 



<210> 17 
<211> 1557 



<212> 
<213> 



DNA 

Unknown 



<220> , . . - 

<223> Description of Unknown Organism : primate ; surmised 

Homo sapiens 

<220> 

<221> CDS 

<222> (1) • • (513) 

<220> 

<221> misc_feature 
<222> (93) . . (149) 

<223> Xaa translation depends on genetic code 

<400> 17 ^ . 

caq tct ctt tec aca tec caa act ttc tat gat get tac att tct tat 
Gin Ser Leu Ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr lie Ser Tyr 
1 5 10 15 

qfi ace aaa gat gee tct gtt act gac tgg gtg ata aat gag ctg cgc 
Asb Thr Lys Asp Ala Ser Val Thr Asp Trp Val He Asn Glu Leu Arg 
^20 25 30 



fi ir 3 ! 



48 



96 



144 



192 



240 



288 



t£c cac ctt gaa gag age cga gac aaa aac gtt etc ctt tgt eta gag 
Tkb His Leu Glu Glu Ser Arg Asp Lys Asn Val Leu Leu Cys Leu Glu 
*• 35 40 45 

¥• 

g'ag agg gat tgg gac ccg gga ttg gec ate ate gac aac etc atg cag 

G%U Ara Asp Trp Asp Pro Gly Leu Ala He He Asp Asn Leu Met Gin 

p 50 55 . 60 

tea: 

afec ate aac caa age aag aaa aca gta ttt gtt tta acc aaa aaa tat 

sir He Asn Gin Ser Lys Lys Thr Val Phe Val Leu Thr Lys Lys Tyr 

MS 70 75 80 

gca aaa age tgg aac ttt aaa aca get ttt tac ttg gsc ttg cag agg 
Ala Lys Ser Trp Asn Phe Lys Thr Ala Phe Tyr Leu Xaa Leu Gin Arg 

85 90 95 

eta atg ggt gag aac atg gat gtg att ata ttt ate ctg ctg gag cca 336 
Leu Met Gly Glu Asn Met Asp Val He He Phe He Leu Leu Glu Pro 
100 105 HO 

gtg tta cag cat tct ccg tat ttg agg eta egg cag egg ate tgt aag 384 
Val Leu Gin His Ser Pro Tyr Leu Arg Leu Arg Gin Arg He Cys Lys 
115 120 125 

age tec ate etc cag tgg cct gac aac ccg aag gca gaa agg ttg ttt 432 
Ser Ser He Leu Gin Trp Pro Asp Asn Pro Lys Ala Glu Arg Leu Phe 
130 135 140 

tgg caa act ctg wga aat gtg gtc ttg act gaa aat gat tea egg tat 480 



Trp Gin Thr Leu Xaa Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr 
14 5 150 155 160 

aac aat atg tat gtc gat tec att aag caa tac taactgacgt taagtcatga 533 
Asn Asn Met Tyr Val Asp Ser He Lys Gin Tyr 

165 170 

tttcgcgcca taataaagat gcaaaggaat gacatttcng tattagttat etattgetan 593 
ggtaacnaaa ttantcccaa aaancttang tnggtttnaa aacaacnaca ttntgctggn 653 
cccacagttt ttgagggtca ggagtccagg cccagcataa ctgggtcttc tgcttcaggg 713 
tgtctneaga ggctgcaatg taggtgttca ccagagacat aggcatcact ggggtcacac 773 
tncatgtggt tgttttctgg attcaattcc tcctgggcta ttggccaaag gctatactca 833 
tgtaagecat gegagectat cccacaangg cagcttgett catcagagct agcaaaaaag 893 
agaggttget agcaagatga agtcacaatc ttttgtaatc gaatcaaaaa agtgatatct 953 

•JESS. 

cStcactttg gecatattet atttgttaga agtaaaccac aggtcccacc agctccatgg 1013 
glgtgaccac ctcagtccag ggaaaacagc tgaagaccaa gatggtgagc tetgattget 1073 
tjjagttggtc atcaactatt ttcccttgac tgctgtcctg ggatggccgg ctatcttgat 1133 
gfatagattg tgaatatcag gaggecaggg atcactgtgg accatcttag cagttgacct 1193 
4cacatctt cttttcaata tctaagaact tttgccactg tgactaatgg tcctaatatt 1253 
Ugctgttgt ttatatttat catatatcta tggctacatg gttatattat gctgtggttg 1313 
Uttcggttt tatttacagt tgcttttaca aatatttget gtaacatttg acttctaagg 1373 
Cttagatgcc atttaagaac tgagatggat agcttttaaa gcatctttta cttcttacca 1433 
ttttttaaaa gtatgeaget aaattcgaag cttttggtct atattgttaa ttgccattgc 1493 
tgtaaatctt aaaatgaatg aataaaaatg tttcatttta aaaaaaaaaa aaaaaaaaaa 1553 

1557 

aaaa 

<210> 18 
<211> 171 
<212> PRT 
<213> Unknown 

Gln°Ser 8 Leu Ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr He Ser Tyr 
15 10 15 



Asp Thr Lys Asp Ala Ser Val Thr Asp Trp Val lie Asn Glu Leu Arg 

Tvr His Leu Glu Glu Ser Arg Asp Lys Asn Val Leu Leu Cys Leu Glu 
Y 35 40 45 



Glu Arg Asp Trp Asp Pro Gly Leu Ala He lie Asp Asn Leu Met Gin 

50 55 
Ser He Asn Gin Ser Lys Lys Thr Val Phe Val Leu Thr Lys Lys Tyr 



65 

Ala Lys Ser Trp Asn Phe Lys Thr Ala Phe Tyr Leu Xaa Leu Gin Arg 

85 90 

Leu Met Gly Glu Asn Met Asp Val lie He Phe lie Leu Leu Glu Pro 
100 105 

Val Leu Gin His Ser Pro Tyr Leu Arg Leu Arg Gin Arg lie Cys Lys 
115 12° 125 

Sel Ser lie Leu Gin Trp Pro Asp Asn Pro Lys Ala Glu Arg Leu Phe 
| 130 135 140 

Tr| Gin Thr Leu Xaa Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr 
x ^ 150 i55 • LOU 

A# Asn Met Tyr Val Asp Ser He Lys Gin Tyr 



165 



P 

<^L0> 19 
<&1> 629 
<&2> DNA 
<IPi3> Unknown 

5 . 

■5=5; 

y 

<223> Description of Unknown Organism: primate ; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (1) . • (486) 

<220> 

<221> misc_feature 

<222> (48) . . (75) . ' 

<223> Xaa translation depends on genetic code 



a a2°qaa 9 ttq ate ccc aat eta gag aag gaa gat ggt tct ate ttg att 
Asn III Leu He Pro Asn Leu Glu Lys Glu Asp Gly Ser lie Leu He 

— 10 



1 5 



tac ctt tat gaa age tac ttt gac cct ggc aaa age att agt gaa aat 
Cys Ten Tyr Glu sir Tyr Phe Asp Pro Gly Lys Ser lie Ser Glu Asn 
20 25 

1-4- ~t- a »«r ttc att qaq aaa age tat aag tec ate ttt gtt ttg tcy 
Tie Sal Ser Phe Tie G?u Lys sir Tyr Lys Ser lie Phe Val Leu Xaa 
35 40 45 

t-t-t- ot-r caa aat aaq tgg tgc cat tat gaa ttc tac ttt gec 
Pro Asn Phe Val Asn Elu Trp Cys His Tyr Glu Phe Tyr Phe Ala 

50 55 60 

rar aat etc ttc cat gaa aat tct gat cay ata att ctt ate tta 
His Leu Phe His llu Asn Ser Asp Xaa lie lie Leu He Leu 

70 75 



65 



i 130 135 140 



t-fc **t- aaa aaq tct cqa ggt tct aca ate tct ctg atg aga aca gac 
1% E£ IS 0?u Ser Arg G?y Ser Thr lie Ser Leu Met Arg Thr Asp 

- fe. ic:n 155 xou 



96 



144 



192 



240 



288 



r.t-« Ma ccc att cca ttc tat tgc att ccc ace agg tat cat aaa ctg 
Tel llu Pro Tie Pro Phe Tyr Cys lie Pro Thr Arg Tyr His Lys Leu 

85 90 y 

a& act etc ctq gaa aaa aaa gca tac ttg gaa tgg ccc aag gat agg 336 
IK IT, Ten Leu llu Lys Lys Ala Tyr Leu Glu Trp Pro Lys Asp Arg 
£i 100 105 liU 

p fl 

„ a tat aaa ctt ttc tgg gca aac ctt cga get get gtt aat gtt 384 
a! lys Cys G?y tin Phe Trp Ala Asn Leu Arg Ala Ala Val Asn Val 

=. 115 120 125 

K ~t-=> hi- a arr acc aqa qaa atg tat gaa ctg cag aca ttc aca gag 432 
Am va? Leu lit Thr Arg 15u Me? Tyr Glu Leu Gin Thr Phe Thr Glu 



480 



536 



tgt eta taaaatccca cagtccttgg gaagttgggg accacataca ctgttgggat 
Cys Leu 

gtacattgat acaaecttta tgatggcaat ttgacaatat ttattaaaat aaaaaatggt 596 

62 9 

tattcccttc aaaaaaaaaa aaaaaaaaaa aaa 



<210> 20 
<211> 162 
<212> PRT 
<213> Unknown 

<400> 20 



Asn Glu Leu lie Pro Asn Leu Glu Lys Glu Asp Gly Ser lie Leu lie 
1 5 1° • L& 



Cys Leu Tyr Glu Ser Tyr Phe Asp Pro Gly Lys Ser He Ser Glu Asn 
20 25 30 

Tie Val Ser Phe He Glu Lys Ser Tyr Lys Ser He Phe Val Leu Xaa 
35 40 45 

Pro Asn Phe Val Gin Asn Glu Trp Cys His Tyr Glu Phe Tyr Phe Ala 
50 55 60 

His His Asn Leu Phe His Glu Asn Ser Asp Xaa He He Leu He Leu 
65 70 75 80 

Leu Glu Pro He Pro Phe Tyr Cys He Pro Thr Arg Tyr His Lys Leu 

85 9° 95 

Glu Ala Leu Leu Glu Lys Lys Ala Tyr Leu Glu Trp Pro Lys Asp Arg 
100 105 HO 

Arg Lys Cys Gly Leu Phe Trp Ala Asn Leu Arg Ala Ala Val Asn Val 
115 120 125 



ACn Val Leu Ala Thr Arg Glu Met Tyr Glu Leu Gin Thr Phe Thr Glu 
W 130 135 140 

liu Asn Glu Glu Ser Arg Gly Ser Thr He Ser Leu Met Arg Thr Asp 

3(35 150 155 160 

o 

Gfps Leu 



<£10> 21 
££11> 427 
■012> DNA 
£213> Unknown 

M" 

<220> . . , 

<223> Description of Unknown Organism : primate ; surmised 

Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (426) 

aagaa^tcc aaa gaa aac etc cag ttt cat get ttt att tea tat agt 48 
Lys Asn Ser Lys Glu Asn Leu Gin Phe His Ala Phe He Ser Tyr Ser 
1 5 1° 15 



qaa cat gat tct gec tgg gtg aaa agt gaa ttg gta cct tac eta gaa 

Glu His Asp Ser Ala Trp Val Lys Ser Glu Leu Val Pro Tyr Leu Glu 

20 25 30 

aaa gaa gat ata cag att tgt ctt cat gag aga aac ttt gtc cct ggc 



96 



144 



Lvs Glu Asp lie Gin He Cys Leu His Glu Arg Asn Phe Val Pro Gly 
* 35 40 45 

aaa aqc att gtg gaa aat ate ate aac tgc att gag aag agt tac aag 
Lvs Ser He Val Glu Asn He He Asn Cys He Glu Lys Ser Tyr Lys 
50 55 60 

tec ate ttt gtt ttg tct ccc aac ttt gtc cag agt gag tgg tgc cat 
qer He Phe Val Leu Ser Pro Asn Phe Val Gin Ser Glu Trp Cys His 
65 70 75 80 

tac gaa etc tat ttt gee cat cac aat etc ttt cat gaa gga tct aat 
Tvr Glu Leu Tyr Phe Ala His His Asn Leu Phe His Glu Gly Ser Asn 

85 90 95 

aac tta ate etc ate tta ctg gaa ccc att cca cag aac age att ccc 
Asn Leu He Leu He Leu Leu Glu Pro He Pro Gin Asn Ser He Pro 
100 105 110 

aac aag tac cac aag ctg aag get etc atg acg cag egg act tat ttg 
mn Lys Tyr His Lys Leu Lys Ala Leu Met Thr Gin Arg Thr Tyr Leu 
J 115 120 125 ... 

c5g tgg ccc aag gag aaa age aaa cgt ggg etc ttt tgg get a 427 
G&n Trp Pro Lys Glu Lys Ser Lys Arg Gly Leu Phe Trp Ala 
" : 130 135 140 



5= 
P 



*210> 22 
«B11> 142 
^12> PRT 
|£l3> Unknown 

moo> 22 

fcys Asn Ser Lys Glu Asn Leu Gin Phe His Ala Phe He Ser Tyr Ser 

5 10 15 

Glu His Asp Ser Ala Trp Val Lys Ser Glu Leu Val Pro Tyr Leu Glu 
20 25 30 

Lys Glu Asp He Gin He Cys Leu His Glu Arg Asn Phe Val Pro Gly 
35 40 45 

Lys Ser He Val Glu Asn He He Asn Cys He Glu Lys Ser Tyr Lys 
50 55 60 

Ser He Phe Val Leu Ser Pro Asn Phe Val Gin Ser Glu Trp Cys His 
65 70 75 80 

Tvr Glu Leu Tyr Phe Ala His His Asn Leu Phe His Glu Gly Ser Asn 

85 90 95 

Asn Leu He Leu He Leu Leu Glu Pro He Pro Gin Asn Ser He Pro 



192 



240 



288 



336 



384 



100 



105 HO 



Asn Lys Tyr His Lys Leu Lys Ala Leu Met Thr Gin Arg Thr Tyr Leu 
115 120 125 

Gin Trp Pro Lys Glu Lys Ser Lys Arg Gly Leu Phe Trp Ala 
- 1 ^ S 140 



<210> 23 
<211> 662 
<212> DNA 
<213> Unknown 

<223> Description of Unknown Organism : primate ; surmised 
Homo sapiens 

<220> 

<221> CDS 

<2g2> (1) • • (627) 

<2£.b> 

<2&ll> misc_feature 

<2ii2> (18) . . (136) . , 

<2l3> Xaa translation depends on genetic code 



$t°tcc 3 acc tqt gcc tgg cct ggc ttc cct ggc ggg ggc ggc aaa gtg 48 
lU Ser ?nr Cys Ala Trp Pro Gly Phe Pro Gly Gly Gly Gly Lys Val 
W 5 1° 



L! 



. ar aca ac t qqc tqc ctg gca aaa ccc tct ttg aga acc tgt ggg cct 
Asn IS Tnr Gly Cys Leu Ala Lys Pro Ser Leu Arg Thr Cys Gly Pro 
65 70 75 

cqq tct atg gca gcc gca aga cgc tgt ttg tgc tgg ccc aca egg acc 
Arg Ser Me? Ala Ala Ala Arg Arg Cys Leu Cys Trp Pro Thr Arg Thr 

3 - - 90 



96 



aSc qar atq agg atg ccc tgc cct acg atg cct teg tgg tct teg aca 
IS Xaa Me? Arg Me? Pro Cys Pro Thr Met Pro Ser Trp Ser Ser Thr 
D 20 25 

aaa cqc rqa gcg cag tgg cag act ggg tgt aca acg age ttc ggg ggc 144 
Lys Arg Xaa All Gin Trp Gin Thr Gly Cys Thr Thr Ser Phe Gly Gly 
35 40 

anr hoa aaa aat acc qtq ggc get ggg cac tec gcc tgt gcc tgg agg 192 
Sir Trp Arg Sir 111 Val Gly Ala Gly His Ser Ala Cys Ala Trp Arg 
50 55 60 



240 



288 



naa tea atq ate tct tgc gcg cca ktt ntc ctg ctg gcc cag cag cgc 336 
lly Ser Val Tal Ser Cys 111 Pro Xaa Xaa Leu Leu Ala Gin Gin Arg 



\ 



100 



105 HO 



nfa oar aac cgc aag gac gtc gtg gtg ctg gtg ate eta ang cct 
Leu Leu XaJ Asp Arg Lys Lp Val Val Val Leu Val lie Leu Xaa Pro 

aac aac caa gec tec cga eta enn gat gcg ctg acc age gee tct gee 
j£p Gly.SS Ala Ser Arg Leu Xaa Asp Ala Leu Thr Ser Ala Ser Ala 



n^n hrr tec tct qqc ccc acc age cca gtg gtc gcg cag ctt 
lit Arg Va! Ser Ser ser ffl, Pro Thr Ser Pro Val Val Ala Gin Leu 

^r, ™ cca oca Cqc atg gco ctg aco agg gac aac cac cac ttc tat 
Leu Arg Pro Itl Cys Me? lla Leu Thr Arg Asp Asn His His Phe Tyr 

,~ ^ aa r i-tc toe caq qga acc cac ggc cga ata gee gtg age egg 
Asn A?! Asn Pne Cy's S3 Thr His oly Arg lie Ala Val Ser Arg 
O 180 i85 iyU 

=£- rrt- oca coo toe cac etc cac aca cac eta aca tat gec tgc ctg 
Ik Tro III Arg Cys His Leu His Thr His Leu Thr Tyr Ala Cys Leu 

0 195 200 

ale tgaccaacac atgctcgcca ccctcaccac acacc 

O 

<&10> 24 
4211> 209 
<gSl2> PRT 
<f§13> Unknown 

M, 

2a°Ser 4 Thr Cys Ala Trp Pro Oly Phe Pro Gly Gly Gly Gly Lys Val 
1 5 10 

Gly Xaa Met Arg Met Pro Cys Pro Thr Met Pro Ser Trp Ser Ser Thr 
20 25 

Lys Arg Xaa Ala Gin Trp Gin Thr Gly Cys Thr Thr Ser Phe Gly Gly 

35 40 45 

Ser Trp Arg Ser Ala Val Gly Ala Gly His Ser Ala Cys Ala Trp Arg 



50 55 



384 



432 



480 



528 



576 



624 



662 



Asn Ala Thr Gly Cys Leu Ala Lys Pro Ser Leu Arg Thr Cys Gly Pro 
65 70 75 

Arg Ser Met Ala Ala Ala Arg Arg Cys Leu Cys Trp Pro Thr Arg Thr 

8 5 



Gly Ser Val Val Ser Cys Ala Pro Xaa Xaa Leu Leu Ala Gin Gin Arg 
100 105 110 

Leu Leu Xaa Asp Arg Lys Asp Val Val Val Leu Val He Leu Xaa Pro 
115 12° 125 

Asp Gly Gin Ala Ser Arg Leu Xaa Asp Ala Leu Thr Ser Ala Ser Ala 
130 135 140 

Ala Arg Val Ser Ser Ser Gly Pro Thr Ser Pro Val Val Ala Gin Leu 
145 150 155 160 

Leu Arg Pro Ala Cys Met Ala Leu Thr Arg Asp Asn His His Phe Tyr 

165 I 70 175 

Asn Arg Asn Phe Cys Gin Gly Thr His Gly Arg lie Ala Val Ser Arg 
180 I 85 190 

Asn Pro Ala Arg Cys His Leu His Thr His Leu Thr Tyr Ala Cys Leu 
0 195 200 205 

He 

m 

<E r 0> 25 
<2^L1> 4865 
<¥i2> DNA 
<213> Unknown 



<l20> . . . 

<^23> Description of Unknown Organism: primate ; surmised 

O Homo sapiens 
<221> CDS 

<222> (107) . . (2617) 
<220> 

<221> mat_peptide 
<222> (173) . . (2617) 

<220> 

<221> misc_feature 

<222> (189) . 

<223> Xaa translation depends on genetic code 

aaaatactcc cttgcctcaa aaactgctcg gtcaaacggt gatagcaaac cacgcattca 

caqggccact gctgctcaca naascagtga ggatgatgcc aggatg atg tct gcc 
333 Met Ser Ala 

-20 



rt-a act qqq act ctg ate cca gcc atg gcc ttc etc tec tgc 
Ser Arg Leu IS a Gly Thr Leu lie Pro Ala Met Ala Phe Leu Ser Cys 

fi 1% SS SS K 55 SS SS §5 S3 SS 32 S E Si & 



-1 1 



hah raa tac ata gag ctg aat ttc tac aaa ate ccc gac aac etc ccc 
Tyr G?n C?s Me? GlS Leu Asn Phe Tyr Lys lie Pro Asp Asn Leu Pro 



15 20 



t-t-r tea acc aag aac ctg gac ctg age ttt aat ccc ctg agg cat tta 
Phe Ser Tnr Lyl Asn Leu Isp Leu Ser Phe Asn Pro Leu Arg Hxs Leu 



30 



Q „„ t-*h aar ttc ttc aqt ttc cca gaa ctg cag gtg ctg gat tta 
Ify Hr Tyr Hr Phe Phe sir Phe Pro Glu Leu Gin Val Leu Asp Leu 

50 ^ 

JX2. 

- S ™ 1-ot- aaa ate caq aca att gaa gat ggg gca tat cag age eta 
sel Arf Cys 1" He G?n Thr lie Glu Asp Gly Ala Tyr Gin Ser Leu 

JSS. 

y ft- a ata tta aca gga aac ccc ate cag agt tta 

S2 SS SS Ser Sr Leu fie Leu Thr Ify Asn Pro lie Gin Ser Leu 

(I 80 85 90 

*L ctg gga gcc ttt tct gga eta tea agt tta cag aag ctg gtg get 
aI Leu Ely Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys Leu Val Ala 
,.. 95 100 
O nr^a trt eta qaq aac ttc ccc att gga cat etc 547 

?g £2 Thr £ Leu IS ser Leu llu Asn Phe Pro lie Gly His Leu 

- jfC iic; 120 j-^^ 



vH Glu Thr Asn Leu Ala Ser Leu Glu Asn pne *ro ne — ^ 

x f6 us 120 x " 

t-^r, oaa rtt aat qtq qct cac aat ctt ate caa tct ttc 

ITs Thr Leu Lys IS Leu As^n ?a? Ala His Asn Leu He oln Ser Phe 

130 135 

^t- n^n t-«t- ttt tct aat ctg acc aat eta gag cac ttg gac 
ITs Leu Pro US Tyr Phe Ser Asn Le| Thr Asn Leu Glu His Leu Asp 

ctt tec age aac aag att caa agt att tat tgc aca gac ttg egg gtt 
Leu Ser til Asn Lys lie Gin Ser lie Tyr Cys Thr Asp Leu Arg Val 

165 x / u 



160 



163 



211 



259 



307 



355 



403 



451 



499 



r-t-a rat caa ata ccc eta etc aat etc tct tta gac ctg tec ctg aay 
llu uls G?n Me? tro Leu Leu Asn Leu Ser Leu Asp Leu Ser Leu Xaa 



595 



643 



691 



739 



175 



180 185 



~ a tr raa cca qqt gca ttt aaa gaa att agg ctt cat 

Tro S3 Asn Phe flS gE Pro lly Ala Phe Lys Glu He Arg Leu Hjs 



190 195 



^^f- «t- t-t-t- aat aqt tta aat gta atg aaa act 
L y! Leu Thr Leu Arg Asn Asn Phe aSp sir Leu Asn Val Me t Lys Thr 

210 AX 
. net- tta qaa gtc cat cgt ttg gtt ctg gga 

gs Ue G?n G?y Leu Ifa Ty Leu ilu Val Hi S Arg Leu Val Leu Gly 
225 230 



„= a aac ttq qaa aag ttt gac aaa tct get eta 

SS Phe Arg Sin I?u G?y Asn Leu llu Lys Phe Asp Lys Ser Ala Leu 



240 245 



= = t-ro acc att qaa gaa ttc cga tta gca tac tta 
IK l?y Leu cTs Asn Leu Tnr fie llu Ilu Phe Arg Leu Ala Tyr Leu 



255 260 



787 



835 



883 



931 



979 



i. _ „ at . aat - att att gac tta ttt aat tgt ttg aca aat 
1*6 Tyr Tyr Leu As P Asp Ue lie Asp Leu Phe Asn Cys Leu Thr Asn 

27"4: 275 

fu - t-i-r- ^rc ctq qtq agt gtg act att gaa agg gta aaa gac 

?a§ ser Ser Phe S°er Leu §3 sir U Thr lie Glu Arg Val Lys Asp 
O 290 295 

f^t- t-at aat ttc qga tgg caa cat tta gaa tta gtt aac tgt aaa 
It sSr Tyr A^n pS l?y Trp Gin His Leu Glu Leu Val Asn Cys Lys 
O 305 310 

i SB SK ^ SS S £2 i £S a ^ S£ 2S E 25 - £ 

l j£ S~ Asn Sys & 11 2 & - SS S5 £ Asp £ Pro 

35 E l?2 S£ E Sp feu 2£ 5 a^ |y S5 SE S£ £ § 

350 355 

£ §5 S2 SS 2£ Sp ^ 8? S I? S£ E Ly? £ 25 S£ 

370 3/b 

♦- ™t nhh at-t acc atq agt tea aac ttc ttg ggc tta 

S Ifr Pnl Asn G?y VaJ Thr Mej sir Ser Asn Phe Leu Gly Leu 
385 390 

~r*<r rt-r, rmt- ttc caq cat tec aat ttg aaa caa atg 
gaa caa eta gaa cat ctg gat ttc cag a 
Glu Gin Leu Glu His Leu Asp Phe Gin His ser Asn u^x 



1027 



1075 



1123 



1171 



1219 



1267 



1315 



1363 



1411 



400 



405 410 



aat aaa ttt tea gta ttc eta tea etc aga aac etc att tac ctt gac 
sir Glu Phe Ser Val Phe Leu Ser Leu Arg Asn Leu He Tyr Leu Asp 
415 420 425 



att tct cat act cac ace aga gtt get ttc aat ggc ate ttc aat ggc 
Tie Ser His Thr His Thr Arg Val Ala Phe Asn Gly He Phe Asn Gly 
430 435 440 445 

ttQ tec agt etc gaa gtc ttg aaa atg get ggc aat tct ttc cag gaa 
Leu Ser Ser Leu Glu Val Leu Lys Met Ala Gly Asn Ser Phe Gin Glu 



450 



g& tac agt etc aat cac at. atg act tec aaa aaa cag gaa eta cag 



IE Tvr Ser Leu Asn His lie Met Thr Ser Lys Lys Gin Glu Leu Gin 
*W Y 530 535 540 

o 

cSfc ttt cca agt agt eta get ttc tta aat ctt act cag aat gac ttt 
Has Phe Pro Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin Asn Asp Phe 
545 550 555 

act tgt act tgt gaa cac cag agt ttc ctg caa tgg ate aag gac cag 
Ala Cys Thr Cys Glu His Gin Ser Phe Leu Gin Trp lie Lys Asp Gin 
560 565 570 

am caa c tc tta qtq qaa gtt gaa cga atg gaa tgt gca aca cct tea 
Arg G?n leu Leu Val Glu Val Glu Arg Met Glu Cys Ala Thr Pro Ser 
575 580 585 

gat aag cag ggc atg cct gtg ctg agt ttg aat ate acc tgt cag atg 
lip Lys Gin Gly Me? Pro Val Leu Ser Leu Asn lie Thr Cys Gin Met 
590 595 600 bU3 

aat aag acc ate att ggt gtg teg gtc etc agt gtg ctt gta gta tct 
Asn Lys Thr lie lie Gly Val Ser Val Leu Ser Val Leu Val Val Ser 

610 615 620 



1459 



1507 



1555 



1603 



1651 



aac ttc c tt cca gat ate ttc aca gag ctg aga aac ttg acc ttc ctg 
Asn Phe Leu Pro Asp lie Phe Thr Glu Leu Arg Asn Leu Thr Phe Leu 
465 470 475 

qac ctc tct cag tgt caa ctg gag cag ttg tct cca aca gca ttt aac 
Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu Ser Pro Thr Ala Phe Asn 
ip 480 485 

tea etc tec agt ctt cag gta eta aat atg age cac aac aac ttc ttt 1699 
sl leu Ser sir Leu Gin Val Leu Asn Met Ser His Asn Asn Phe Phe 
£ 495 500 505 

toa ttg gat acg ttt cct tat aag tgt ctg aac tec etc cag gtt ctt 1747 
Sir Leu Asp Thr Phe Pro Tyr Lys Cys Leu Asn Ser Leu Gin Val Leu 
5 f 0 515 520 



1795 



1843 



1891 



1939 



1987 



2035 



2083 



#>• 720 
H 



cag ttt ctg age agt cgt get ggt ate ate ttc att gtc ctg cag aag 
G§ Phe LeS Ser sir Arg Ala Gly lie lie Phe lie Val Leu Gin Lys 



£! 735 



740 745 



qOj gag aag ace ctg etc agg cag cag gtg gag ctg tac cgc ctt etc 
?a Glu Lys Thr Leu Leu Arg Gin Gin Val Glu Leu Tyr Arg Leu Leu 
7 K 755 760 765 

age agg aac act tac ctg gag tgg gag gac agt gtc ctg ggg egg cac 
Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu Gly Arg Hxs 

775 780 



2131 



att gta gca gtt ctg gtc tat aag ttc tat ttt cac ctg atg ctt ctt 
Val Val Ala Val Leu Val Tyr Lys Phe Tyr Phe Hxs Leu Met Leu Leu 
625 630 635 

act aac tac ata aag tat ggt aga ggt gaa aac ate tat gat gee ttt 
Ala Gly Cys lie Lys Tyr Gly Arg Gly Glu Asn lie Tyr Asp Ala Phe 
640 645 650 

gtt ate tac tea age cag gat gag gac tgg gta agg aat gag eta gta 2179 
Val He Tyr Ser Ser Gin Asp Glu Asp Trp Val Arg Asn Glu Leu Val 
655 660 665 

aaa aat tta qaa gaa ggg gtg cct cca ttt cag etc tgc ctt cac tac 
Ly! Asn leu flu Glu Gly Val Pro Pro Phe Gin Leu Cys Leu His Tyr 
670 675 680 685 

aaa aac ttt att ccc ggt gtg gee att get gee aac ate ate cat gaa 
Arg Asp Phe lie Pro Gly Val Ala lie Ala Ala Asn lie lie His Glu 

690 695 700 

acS. ttc cat aaa age cga aag gtg att gtt gtg gtg tec cag cac ttc 2323 
m Phe His Lys Ser Arg Lys Val lie Val Val Val Ser Gin Hxs Phe 
Ci 705 710 715 

m 

a& caq age cgc tgg tgt ate ttt gaa tat gag att get cag ace tgg 2371 

iS Gin Sir Arg T?p Cys lie Phe Glu Tyr Glu lie Ala Gin Thr Trp 
£ 790 725 730 



2227 



2275 



2419 



2467 



2515 



2563 



ate ttc tgg aga cga etc aga aaa gee ctg ctg gat ggt aaa tea tgg 
He Phe Trp Arg Arg Leu Arg Lys Ala Leu Leu Asp Gly Lys Ser Trp 
785 790 795 

aat cca gaa gga aca gtg ggt aca gga tgc aat tgg cag gaa gca aca 
Asn Pro Glu Gly Thr Val Gly Thr Gly Cys Asn Trp Gin Glu Ala Thr 
800 805 810 

tct ate tgaagaggaa aaataaaaac ctcctgaggc atttcttgee cagctgggtc 
Ser lie 
815 

caacacttgt tcagttaata agtattaaat gctgccacat gtcaggcett atgctaaggg 2727 



2611 



2667 



tgagtaattc catggtgcac tagatatgca gggctgctaa tctcaaggag cttccagtgc 2787 
agagggaata aatgctagac taaaatacag agtcttccag gtgggcattt caaccaactc 2847 
agtcaaggaa cccatgacaa agaaagtcat ttcaactctt acctcatcaa gttgaataaa 2907 
gacagagaaa acagaaagag acattgttct tttcctgagt cttttgaatg gaaattgtat 2967 
tatgttatag ccatcataaa accattttgg tagttttgac tgaactgggt gttcactttt 3027 
tcctttttga ttgaatacaa tttaaattct acttgatgac tgcagtcgtc aaggggctcc 3087 
tgatgcaaga tgccccttcc attttaagtc tgtctcctta cagakgttaa agtctantgg 3147 
ctaattccta aggaaacctg attaacacat gctcacaacc atcctggtca ttctcganca 3207 
tgttctattt tttaactaat cacccctgat atatttttat ttttatatat ccagttttca 3267 
tttttttacg tcttgcctat aagctaatat cataaataag gttgtttaag acgtgcttca 3327 
aStatccata ttaaccacta tttttcaagg aagtatggaa aagtacactc tgtcactttg 3387 
tftUtcgatg tcattccaaa gttattgcct actaagtaat gactgtcatg aaagcagcat 3447 
tgaaataatt tgtttaaagg gggcactctt ttaaacggga agaaaatttc cgcttcctgg 3507 
tpttatcatg gacaatttgg gctakaggca kgaaggaagt gggatkacct caggangtca 3567 
cgjttttcttg attccagaaa catatgggct gataaacccg gggtgacctc atgaaatgag 3627 
tjlgcagcaga wgtttatttt tttcagaaca agtgatgttt gatggacctm tgaatctmtt 3687 
tjgggagaca cagatggctg ggatccctcc cctgtaccct tctcactgmc aggagaacta 3747 
Jgtgtgaagg tattcaaggc agggagtata cattgctgtt tcctgttggg caatgctcct 3807 
tgaccacatt ttgggaagag tggatgttat cattgagaaa acaatgtgtc tggaattaat 3867 
ggggttctta taaagaaggt tcccagaaaa gaatgttcat tccagcttct tcaggaaaca 3927 
ggaacattca aggaaaagga caatcaggat gtcatcaggg aaatgaaaat aaaaaccaca 3987 
atgagatatc accttatacc aggtagatgg ctactataaa aaaatgaagt gtcatcaagg 4047 
atatagagaa attggaaccc ttcttcactg ctggagggaa tggaaaatgg tgtagccgtt 4107 
atgaaaaaca gtacggaggt ttctcaaaaa ttaaaaatag aactgctata tgatccagca 4167 
atctcacttc tgtatatata cccaaaataa ttgaaatcag aatttcaaga aaatatttac 4227 
actcccatgt tcattgtggc actcttcaca atcactgttt ccaaagttat ggaaacaacc 4287 



caaatttcca ttggaaaata aatggacaaa ggaaatgtgc atataacgta caatggggat 4347 
attattcagc ctaaaaaaag gggggatcct gttatttatg acaacatgaa taaacccgga 4407 
ggccattatg ctatgtaaaa tgagcaagta acagaaagac aaatactgcc tgatttcatt 4467 
tatatgaggt tctaaaatag tcaaactcat agaagcagag aatagaacag tggttcctag 4527 
ggaaaaggag gaagggagaa atgaggaaat agggagttgt ctaattggta taaaattata 4587 
gtatgcaaga tgaattagct ctaaagatca gctgtatagc agagttcgta taatgaacaa 4647 
tactgtatta tgcacttaac attttgttaa gagggtacct ctcatgttaa gtgttcttac 4707 
catatacata tacacaagga agcttttgga ggtgatggat atatttatta ccttgattgt 4767 
ggtgatggtt tgacaggtat gtgactatgt ctaaactcat caaattgtat acattaaata 4827 
tatgcagttt tataatatca aaaaaaaaaa aaaaaaaa 4865 

<fio> 26 
<^tl> 837 
<2i2> PRT 
<|£L3> Unknown 

Met°ser 6 Ala Ser Arg Leu Ala Gly Thr Leu He Pro Ala Met Ala Phe 
H' -20 "15 -10 

ihi Ser Cys Val Arg Pro Glu Ser Trp Glu Pro Cys Val Glu Val Pro 
Ci - 5 -11 5 10 

Ath He Thr Tyr Gin Cys Met Glu Leu Asn Phe Tyr Lys He Pro Asp 
Q 15 20 25 

Asn Leu Pro Phe Ser Thr Lys Asn Leu Asp Leu Ser Phe Asn Pro Leu 
30 35 40 

Ara His Leu Gly Ser Tyr Ser Phe Phe Ser Phe Pro Glu Leu Gin Val 
45 50 55 

Leu Asp Leu Ser Arg Cys Glu He Gin Thr He Glu Asp Gly Ala Tyr 
60 65 70 

Gin Ser Leu Ser His Leu Ser Thr Leu He Leu Thr Gly Asn Pro lie 
75 80 85 y° 

Gin Ser Leu Ala Leu Gly Ala Phe Ser Gly Leu Ser Ser Leu Gin Lys 

95 100 105 

Leu Val Ala Val Glu Thr Asn Leu Ala Ser Leu Glu Asn Phe Pro He 
110 115 . 120 



Glv His Leu Lys Thr Leu Lys Glu Leu Asn Val Ala His Asn Leu He 
125 130 135 

Gin Ser Phe Lys Leu Pro Glu Tyr Phe Ser Asn Leu Thr Asn Leu Glu 
140 145 150 



His Leu Asp Leu Ser Ser Asn Lys lie Gin Ser lie Tyr Cys Thr Asp 
155 160 165 170 

Leu Arg Val Leu His Gin Met Pro Leu Leu Asn Leu Ser Leu Asp Leu 

175 180 185 

Ser Leu Xaa Pro Met Asn Phe He Gin Pro Gly Ala Phe Lys Glu He 

ISO 195 200 

Arq Leu His Lys Leu Thr Leu Arg Asn Asn Phe Asp Ser Leu Asn Val 
205 210 215 

Met Lys Thr Cys He Gin Gly Leu Ala Gly Leu Glu Val His Arg Leu 
_ 220 225 230 

Vail Leu Gly Glu Phe Arg Asn Glu Gly Asn Leu Glu Lys Phe Asp Lys 
23S 240 245 

sir Ala Leu Glu Gly Leu Cys Asn Leu Thr He Glu Glu Phe Arg Leu 
P 255 260 265 

A j£ Tyr Leu Asp Tyr Tyr Leu Asp Asp He He Asp Leu Phe Asn Cys 

5 ~ 270 275 280 

L& Thr Asn Val Ser Ser Phe Ser Leu Val Ser Val Thr He Glu Arg 
~ 285 290 295 

vB. Lys Asp Phe Ser Tyr Asn Phe Gly Trp Gin His Leu Glu Leu Val 
w 300 305 310 

Asn Cys Lys Phe Gly Gin Phe Pro Thr Leu Lys Leu Lys Ser Leu Lys 
315 320 325 330 

Arq Leu Thr Phe Thr Ser Asn Lys Gly Gly Asn Ala Phe Ser Glu Val 

335 340 345 

Asp Leu Pro Ser Leu Glu Phe Leu Asp Leu Ser Arg Asn Gly Leu Ser 
350 355 360 

Phe Lys Gly Cys Cys Ser Gin Ser Asp Phe Gly Thr Thr Ser Leu Lys 
365 370 375 

Tvr Leu Asp Leu Ser Phe Asn Gly Val He Thr Met Ser Ser Asn Phe 
380 385 390 

Leu Gly Leu Glu Gin Leu Glu His Leu Asp Phe Gin His Ser Asn Leu 
395 400 405 410 



Lys Gin Met Ser Glu Phe Ser Val Phe Leu Ser Leu Arg Asn Leu He 



415 



Tvr Leu Asp He Ser His Thr His Thr Arg Val Ala Phe Asn Gly He 
430 435 440 

Phe Asn Gly Leu Ser Ser Leu Glu Val Leu Lys Met Ala Gly Asn Ser 
445 450 455 

Phe Gin Glu Asn Phe Leu Pro Asp lie Phe Thr Glu Leu Arg Asn Leu 
460 465 470 

Thr Phe Leu Asp Leu Ser Gin Cys Gin Leu Glu Gin Leu Ser Pro Thr 
475 480 485 490 

Ala Phe Asn Ser Leu Ser Ser Leu Gin Val Leu Asn Met Ser His Asn 

495 500 505 

Asn Phe Phe Ser Leu Asp Thr Phe Pro Tyr Lys Cys Leu Asn Ser Leu 

510 515 520 

GlS Val Leu Asp Tyr Ser Leu Asn His lie Met Thr Ser Lys Lys Gin 
Ci 525 530 535 

GM Leu Gin His Phe Pro Ser Ser Leu Ala Phe Leu Asn Leu Thr Gin 
D 540 545 550 

A £ Asp Phe Ala Cys Thr Cys Glu His Gin Ser Phe Leu Gin Trp lie 
555 560 565 570 

lS Asp Gin Arg Gin Leu Leu Val Glu Val Glu Arg Met Glu Cys Ala 
tf 575 580 585 

T& Pro Ser Asp Lys Gin Gly Met Pro Val Leu Ser Leu Asn He Thr 
C 590 595 600 

Cys Gin Met Asn Lys Thr He He Gly Val Ser Val Leu Ser Val Leu 
605 610 615 

Val Val Ser Val Val Ala Val Leu Val Tyr Lys Phe Tyr Phe His Leu 
620 625 630 

Leu Leu Ala Gly Cys He Lys Tyr Gly Arg Gly Glu Asn He Tyr 



Met 

635 640 



645 650 



Asp Ala Phe Val He Tyr Ser Ser Gin Asp Glu Asp Trp Val Arg Asn 

655 660 665 

Glu Leu Val Lys Asn Leu Glu Glu Gly Val Pro Pro Phe Gin Leu Cys 
670 675 680 

Leu His Tyr Arg Asp Phe He Pro Gly Val Ala He Ala Ala Asn He 
685 690 695 



He His Glu 01, Phe His Lys Ser Arg Lys Val lie Val Val Val Ser 

700 70b 

• ^v, no mn Ser Arq Trp Cys He Phe Glu Tyr Glu He Ala 
Gin His Phe He Gin ser Arg j-x-p i ^ 730 

715 720 

Gin Thr Trp Gin Phe Leu Ser Ser Arg Ala Gly He lie Phe lie Val 

L eu Gin Lys Val Glu Lys Thr Leu Leu Arg Gin Gin Val Glu Leu Tyr 

750 

Arg Leu Leu Ser Arg Asn Thr Tyr Leu Glu Trp Glu Asp Ser Val Leu 



765 



Gly Arg His He Phe Trp Arg Arg Leu Arg Lys Ala Leu Leu Asp Gly 

78b 



79E 



L ys_ ler Trp Asn Pro Glu Gly Thr Val Gly Thr Gly Cys Asn Trp Gin 



Gl*fi Ala Thr Ser He 

Ir! 815 



<2J.;0> 27 

<2il> 300 

<2>12> DNA 

<23.3> Unknown 



%ll Description of Unknown Organism: rodent ; surmised 
S Mus musculus 



<2*2 0> 



<221> CDS 

<222> (1) • • (300) 

<220> 

<221> misc_feature 

lllll Xaa' transition depends on genetic code 

<400> 27 ___ rha ata aaa aat ttg aag 48 



<400> 27 . . t _ ttt atq aqa aat ttg aag 

toe tat tot atg gaa aaa gat get ttc ota ttt «S £ ^ Lys 

Ser Tyr Ser Met Glu Lys asp 10 15 



<? 10 
1 5 



*. a =h atr aca qct qtc ccc acc act ttg 

gtt etc tea eta aaa gat aae aat gtc aca g^ g^ ^ ^ ^ ^ 

Val Leu Ser Leu Lys Asp Asn ash vai 3Q 

20 Z5 



96 



_ nhr tat ctt tat aac aat ate att aag aaa 

i?o ^0 & Leu 2S SS Leu & £u Tyr Asn Asn Xle lie Lys Lys 



35 40 



a »h « at ttc aat aac etc aat gag ttg caa gtn ctt gac 
Tit Tn S" Asn Asp Phe Asn Asn Leu Asn olu Leu Gin Xaa Leu Asp 



50 55 



x. - „^ m3 tat nat aat gtc cca tat ccg tgt aca 
feu n xfa i?y A^n §£ S Arg Cys Xaa Asn 3*1 Pro Tyr Pro Cys Thr 



65 70 



v t.^,, tta caq ate cat gan aat get ttc aat 

Trl Cys Asn Asn sfr Pro "en Gin Xle Hi. Xaa Asn Ala Phe Asn 

8 5 



144 



192 



240 



288 



300 



tea teg aca gan 
Ser Ser Thr Xaa 
100 



<2£€> 28 
<2ll> 100 
<2p> PRT 
<2£3> Unknown 



Se|?yr 8 ser Mat olu Lys Asp Ala Phe Leu Phe Met Arg Asn Leu Lys 

Va? Leu ser Leu Lys Asp Asn Asn Val Thr Ala Val Pro Thr Thr Leu 

20 " 

P * t«„ t^, clu Leu Tyr Leu Tyr Asn Asn He He. Lys Lys 

Pri) Pro Asn Leu Leu uiu J-jeu ip i 45 

S 35 

ne Gin Glu Asn Asp Phe Asn Asn Leu Asn Glu Leu Gin Xaa Leu Asp 
L eu Z Gly Asn Cys Pro Arg Cys Xaa Asn Val Pro Tyr Pro Cys Thr 
p" Cys Glu Asn Asn Ser Pro Leu Gin lie His Xaa Asn Ala ». Asn 



Ser Ser Thr Xaa 
100 



<210> 29 
<211> 1756 
<212> DNA 
<213> Unknown 



^223> Description of Unknown Organism: rodent ; surmised 
Mus musculus 



<220> 

<221> CDS 

<222> (1) • • M 182 > 



<400> 29 ttq cct cct gag gtt ttt gag ggt 

HI C pro G?5 fie - Sg -n sfr Leu Pro Pro Glu VaX Phe Glu Oly 



1 5 



, = r^Tn tec ttq qcc aaa aat ggg etc aaa 
Sg S3 I" £ £S 2£ & «S L. L ys Asn Oly I-» «*. 

20 2b 



™ r^t-r caa tta ctg aag cat ttg gaa att ttg 

tct ttc ttt tgg gac aga etc cag tea g a Qlu ne Leu 

Ser Phe Phe Trp Asp Arg Leu Gin Leu Leu uy ^ 
35 * u 



S&S K S5 SS 22 S E & & 8g 5 28 E SS 

O a r a aca ctq att ctt aag cat aat caa ate agg 

88 Ser £S S£ Leu Tnr 5S Leu He Leu Lys His Asn Gin lie Arg 



eg; 70 



rta qaa gat get ttg caa ttg cgc tat eta 

ttg aca aaa tat ttt eta gaa ga y * ^ Tyr Leu 

GIB Leu Thr Lys Tyr Phe Leu Glu Asp Aia u g5 

85 3 

n - aa r aaa ate caq gtc att cag aag act age ttc cca 

g£; ate agt tea aat aaa ate cag g Thr ger phe pro 

3M He Ser Ser Asn Lys He Gin Val lie ^ y ^ 



48 



96 



nan ata ttq qtt tta cat cac aat cgc 
gaa aat gtc etc aac aat ctg gag atg ttg g ^ ^ Arg 

Glu Asn Val Leu Asn Asn Leu Glu Met beu ^ 



115 120 



ttt ett tgc aac tgt gat get gtg tgg ttt gtc tgg tgg gtt aac eat 
Phe Leu Cys Asn Cys Asp Ala Val Trp fne 



130 135 



£ SS SS & Se S. S S K £ S «! £ $ S3 S 



144 



192 



240 



288 



336 



384 



432 



480 



145 150 



cca gga gca cac aaa ggt caa agt gtc ata tec ctt gat ctg tat acg 
Pro Gly Ala His Lys Gly Gin ser vaj. 175 

165 



528 



h , 9 ctc aca aac ctg att ctg ttc tea gtt tec ata tea 

Ifs SI5 "en fsp Leu ?hr Asn Leu lie Leu Phe Ser Val Ser lie Ser 
180 105 
*. ^ht- at-a ata Qtt atg aca aca agt cac etc ttt ttc 

It* tt Leu Phe Leu Me? Sa? Sal Me? Thr Thr Ser His Leu Phe Phe 



195 200 205 



t-an *t-t tat tat ttt tgg aaa gca aag ata aag ggg 
g Z Me? T?? Tyr Si Tyr Tyr Phe Trp Lys Ala Lys lie Lys Gly 
210 215 

* nrs ate cca tag agt cct tgt tat gat get ttt att 

& £0 Ala Ser IT, £2 Pro T?| sir Pro Cys Tyr Asp Ala Phe lie 
225 230 

„o= aa p i-ra act atq aca gaa tgg gtt ttg cag gag 
gtg tat gac act aaa aac tea get gcg y yy a Qlu 

Val Tyr Asp Thr Lys Asn Ser Ala Val Thr c±u irp 

245 2bU 



ctg^.gtg gca 


aaa 


Leu= j Val 


Ala 


Lys 






260 








ctin gaa 


gaa 


aga 


Le© Glu 


Glu 


Arg 




275 










tcfe J cag 


age 


ata 


Ser Gin 


Ser 


He 


0 290 






aefa= tat 


get 


aag 


L}Cg Tyr 


Ala 


Lys 



265 



270 



280 



285 



295 



300 



576 



624 



672 



720 



768 



816 



864 



912 



960 



ir biu a Ci ^ — -- 320 

310 

IS agg etc ctg gat gaa aaa gtg gat gtg att ate ttg ata ttc ttg X00B 
Gin Arg Leu Leu Asp Glu Lys Val Asp v*x a. 

325 330 



- nn- n« a aaa tct aag ttt ctt cag etc agg aag aga etc 
Arg Pro Leu Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu 
340 345 



^ Arg sir S£ fa? Leu Glu g Pro ffi Asn Pro SK K SS - 

355 360 

tac ttc tgg cag tge ctg aaa aat gee ctg ace aca gac aat cat gtg 
Tyr Phe Trp Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn n 

370 375 
get tat agt eaa atg ttc aag gaa aca gtc tagctctctg aagaatgtea 
Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 



1056 



1104 



1152 



1202 



385 390 



ccacctagga oatgccttgg tacctgaagt tttcataaag gtttccataa atgaaggtct 1262 
gaatttttcc taacagttgt catggctoag attggtggga aatcatcaat atatggctaa 1322 
gaaattaaga aggggagact gatagaagat aatttctttc ttcatgtgcc atgctcagtt 1382 
aaatatttcc cotagctcaa atctgaaaaa ctgtgcctag gagacaacac aaggctttga 1442 
tttatctgca tacaattgat aagagccaca catctgccct gaagaagtac tagtagtttt 1502 
agtagtaggg taaaaattac acaagctttc tctctctctg atactgaact gtaccagagt 1562 
tcaatgaaat aaaagcccag agaacttctc agtaaatggt tto.tt.tc. tgtagtatcc 1622 
accatgcaat atgccacaaa rccgctactg gtacaggaca gntggtagct gcttcaakgc 1682 
ctcttatcat tttcttgggg cccatggagg ggttctytgg gaaadaggga agkttttttt 1742 

1756 

tggccatcca tgaa 
<§io> 30 

<|il> 394 
<3$.2> PRT 
<Jl3> Unknown 

<tl00> 30 p Pro Glu val Phe Glu Gly 

£fer Pro Glu He Pro Trp Asn Ser Leu Pro fro ^ ^ 

|t Pro Pro Asn Leu Lys A S n Leu Ser Leu Ala Lys Asn Gly Leu Lye 

W 2 0 

fir Phe Phe Trp Asp Arg Leu Gin Leu Leu Lys His Leu Glu lie Leu 

35 40 
Asp Leu Ser His Asn Gin Leu Thr Lys Val Pro Glu Arg Leu Ala Asn 

50 55 
Cys'ser Lys Ser Leu Thr Thr Leu lie Leu Lye His Asn Gin lie Arg 

Gin Leu Thr Lys Tyr Phe Leu Glu Asp Ala Leu Gin Leu Arg Tyr Leu 

85 yu 

ti~ rin val He Gin Lys Thr Ser Phe Pro 
Asp He Ser Ser Asn Lys He Gin Val lie tan i,y ^ 

100 1Ub 
Glu Asn Val Leu Asn Asn Leu Glu Met Leu Val Leu His His Asn Arg 



115 



120 



Phe Leu Cy S Asn Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn Hi, 

Thr Z> val Thr lie Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly 

145 



Pro Gly Ala His Ly. Gly Gin Ser Val lie Ser Leu Asp Leu Tyr Thr 

Cys Glu Leu Asp Leu Thr Asn Leu lie Leu Phe Ser Val Ser He Ser 

180 103 
ser val Leu Phe Leu Met Val Val Met Thr Thr Ser His Leu Phe Phe 
195 ^ uu 

* Mo t- t™ Tvr lie Tyr Tyr Phe Trp Lys Ala Lys lie Lys Gly 
Trp Asp Met Trp Tyr ixe xy* jr 22Q 

210 zxo 

-r-i Tm qer Pro Cys Tyr Asp Ala Phe He 

Tyr Pro Ala Ser Ala He Pro Trp Ser Fro uy^ y r 24Q 



vlg Tyr Asp Thr Ly. Asn Ser Ala Val Thr Glu Trp Val Leu Gin Glu 

lI val Ala Lys Leu Glu Asp Pro Arg Glu Lys His Phe Asn Leu Cys 

U 260 265 

L | Glu Glu Arg Asp Trp Leu Pro Gly Gin Pro Val Leu Glu Asn Leu 

L Gin Z He Gin Leu Ser Lys Lys Thr Val Phe Val Met Thr Gin 

|s Z Ala Lys Thr Glu Ser Phe Lys Met Ala Phe Tyr Leu Ser His 

£ Arg Leu Leu Asp Glu Lys Val Asp Val He He Leu He Phe Leu 

325 JJU 

mr, w«, Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu 

Glu Arg Pro Leu Gin Lys Ser i^ys « 35Q 

340 3 43 

cys Arg ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His Pro 

Tyr Phe Z Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn His Val 



370 



Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 
385 390 



<210> 31 
<2H> 999 



<212> DNA 
<213> Unknown 



<223> Description of Unknown Organi sm: primate ; surmised 
Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (847) 

<220> 

<221> misc_feature 

<223> Xaa" translation depends on genetic code 

<400> 31^ . tat tca gag gtc atg atg gtt 49 

° S lsp IlS Syl ?le A?9 Sis Xal Ala Tyr Ser Glu Val Met Met Val 
1 5 
? t-ar acc tat qaa tac cct tta aac eta agg gga 

S$S Ser Ksp Ser Tyr Tnr Cys ilu Tyr Pro Leu Asn Leu Arg flly 

O „„ „ a) - rt -c cac qaa tta tct tgc aac aca get 

T^Arf lIu 2£ Ss£ S£ SIS "au S?s Ilu Leu Ser Cys Asn Thr Ala 

- 2 *t-t- ate acc att gtg gtt att atg eta gtt ctg ggg ttg get 

Lei Leu III Va? Tnr Se Va! Val He Met Leu Val Leu Gly Leu Ala 

S; 50 55 60 

b t- at - c tc cac ttt gat ctg ccc tgg tat etc agg atg 

IS lit Phe C?s CyS lSu Sfs Phe Ssp Leu Pro Trp Tyr Leu Arg Met 

65 70 

" 2: as ss gs s ss s s ss 1 & s s s s s; 
k s l| a? 9 Asn ss 5 s sr. s ;s sis se 

81 Sf s SS sfr SS 35 © SS - Si 25 SS S S£ £ S5 

115 120 

a ».p i-fn att tac ctt tat gaa age tac ttt gac 
Ly ? S5 n°e lSu SS C?s Leu Tyr ilu Ser Tyr Phe Asp 



97 



145 



193 



241 



289 



337 



385 



433 



«aa aat att qta age ttc att gag aaa age 
III l?y Lys S? & & SX £ Sal sjr Phe Ha Olu Lys Ser 



145 150 



I-*-*, i-t-cr t-ct ccc aac ttt gtc cag aat gag tgg 

££ £2 & Phe SS Leu Ser Pro Asn Phe Val Gin Asn 01» «p 

165 

t-+~ ran ftt acc cac cac aat etc ttc cat gaa aat 
§S SE 5£ Ilu Phe 5£ P"e A?a Hi. His A- Leu Phe Hie Glu Asn 

180 1Bb 



4-= rM-t ate tta ctg gaa ccc att cca ttc tat tgc 

III 1% £S ne lie Leu fie Lu Leu Slu Pro ne Pro Phe Tyr Cy S 
195 200 

nst- aaa eta raa get etc ctg gaa aaa aaa gca 
Tit ?rZ Thr A?g Tyr SK LyS Leu Xaa Ila Leu Leu Glu Lys Lys Ala 



210 215 



nat- aaa cat aaa tgt ggg ctt tty tgg gca 
5»S2 IS S S Ly 9 s Isl Arg Arg LYS & ilY - Xaa Trp Ala 



22* 230 



=- 4- r,n- aat att aat gta tta gec acc aga gaa atg 

aaUi ctt cga get get gtt aat gtt a g ^ ^ ^ ^ Qlu Met 

As© Leu Arg Ala Ala Val Asn v<*x 255 

245 2bU 



£ SS 2K SH S S2 S S £ K SS ££ || S& SS 

260 26b 



acS ate tyt ctg atg aga aca gac tgt yta taaaatccca cagtccttgg 
?£ Tie Xaa LeS Me? Arg Thr Asp Cys Xaa 



481 



529 



577 



625 



673 



721 



769 



817 



867 



275 



gSgttgggg aocacataca ctgttgggat gtacattgat acaaccttta tgatggcaat 927 
ttgacaatat ttattaaaat aaaaaatggt f ttcccttc aaaaaaaaaa aaaaaaaaaa 987 

999 

aaaaaaaaaa aa 

<210> 32 
<211> 282 
<212> PRT 
<213> Unknown 

<400> 32 , T q „ r Glu Va i Met Met Val 

Xaa Asp Ala Lys lie Arg His Xaa Ala Tyr Ser Glu vai ^ 

1 5 

-r,,v TVir- rvs Glu Tyr Pro Leu Asn Leu Arg Gly 
Gly Trp Ser Asp Ser Tyr Thr Cys ^iu xy 3Q 

20 2b 



v„i w-i<? Leu His Glu Leu Ser Cys Asn Thr Ala 
Thr Arg Leu Lys Asp Val His Leu his * g 

35 

Leu Leu lie Val Thr lie Val Val He Met Leu Val Leu Gly Leu Ala 

50 55 
val Ala Phe Cys Cys Leu His Phe Asp Leu Pro Trp Tyr Leu Arg Met 

2 Gly Gin cys Thr G!n Thr Trp His Arg Val Arg Lys Thr Thr Gin 

85 

Glu Gin Leu Lys Arg Asn Val Arg Phe His Ala Phe He Ser Tyr Ser 

100 10b 
Glu His Asp Ser Leu Trp Val Lys Asn Glu Leu He Pro Asn Leu Glu 

115 1/!U 
Lys Glu Asp Gly Ser He Leu lie Cys Leu Tyr Glu Ser Tyr Phe Asp 

e 130 135 

P J Gly Lys Ser He Ser Glu Asn lie Val Ser Phe He Glu Lys Ser 

J Lys ser He Phe Val Leu Ser Pro Asn Phe Val Gin Asn Glu Trp 

jsh 165 

<£ His Tyr Glu Phe Tyr Phe Ala His His Asn Leu Phe His Glu Asn 

% 180 185 

si Asp His He He Leu He Leu Leu Glu Pro He Pro Phe Tyr Cys 



195 200 

A Pro Thr Arg Tyr His Lys Leu Xaa Ala Leu Leu Glu Lys Lys Ala 
r- 210 215 



Tyr Leu Glu Trp Pro Lys Asp Arg Arg Lys Cys Gly Leu Xaa Trp Ala 

225 230 

Asn Leu Arg Ala Ala Val Asn Val Asn Val Leu Ala Thr Arg Glu Met 

245 2bU 
Tyr Glu Leu Gin Thr Phe Thr Glu Leu Asn Glu Glu Ser Arg Gly Ser 



260 

Thr He Xaa Leu Met Arg Thr Asp Cys Xaa 
275 280 



<210> 33 
<2H> 1173 
<212> DNA 




<213> Unknown 



<223> Description of Unknown Organism : primate ; surmised 



Homo sapiens 



<220> 

<221> CDS 

<222> (1) • ■ (1008) 

<220> 

<221> misc_feature 

<223> Xaftranslation depends on genetic code 



<400> 33 t t gtc agc tgc aac age 

feu °Pro ifa l?y ?nr Sg -u S « ^ -p Va! Ser Cys Asn Ser 



1 5 



arc ccc qqc ttc ttt tec aag gec aag gag ctg cga 
llr PhS fat SS Pro l?y Pha Phe Ser Lys Ala Lys Glu Leu Arg 

^ 20 25 

if £ ^ SS 11? SS S£ K SS E £ 53 K SS SS S 
I l? y S 22 S5 S£ SS 25 SS SS SS S & £ SS SS 



e 50 55 



1 ss ss ss ss ss a? s s ss » s - ss 22 sk 
I a ss ss sss c io © ss - s s & ss §s 1 & 

85 9U 

s a? a ss ss i?y feS ifr ss ss s: ss Hp a 2s ss 

100 105 

gS SS K S5 SS SSSSS 55 K §5 SSSS SS SS SS SS 

115 120 



48 



96 



SS g SS SS ify ss § & ss ss ss ss ss ss §s 85 

5g 2" SS S S c?S SS SS SS gS SS SS 5g SS SS 5g 



240 



288 



336 



384 



432 



480 



155 160 
145 150 155 



s a? s ss ffi as s ss a-- § s sss sss s ;| s 

165 

ss & ?s g k - s ss s s ?a k ss § sa s 
ss as £ s » ss ffl fi a 3 , gs ss a? ss ss a as 

195 2UU 

«sp i-aa ctQ cct ggc aaa acc etc ttt 
cgc ctg tgc ctg gag gaa cgc gac tgg ctg ^ 99 ^ ^ phe 

Arg Leu Cys Leu Glu Glu Arg Asp irp 22q 

as s-s 22 s ss ss ss £ ss ss s s s a ss g 

22^ 230 

4 gec cac acg gac egg gtc jgt g ? t etc ttg cgc gec age ttc ctg 

Lila Ala His Thr Asp Arg Vai ber my 255 

© 245 ■ 

C aaa aac cqc aag gac gtc gtg gtg ctg 

SE ST. §S SS S?g % - IS f *?g *£ -p V.1 V.1 V.1 ,eu 

1 260 2bb 

If ;s 2S S S S SS i S SSS S S g - 25 S 

n 275 

? nt-r etc tag ccc cac cag ccc agt 

il I?g SS C 9 ^ A?g SS STr Va5 SS £u T? 9 p Pro His 01, Pro Ser 
290 295 

§ SS S S E § K S5 ZSS SS g SS SS SS 5 ?| 

ss ss as ses ss ss s ss sss |s as ss sss ss fa as 

325 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



tagcegtgag ccggaatcct gcacggtgcc acctccacac tcacctcacc tctgcctgcc 1068 
tggtctgacc ctcccctgct cgcctccctc accccacacc tgacacagag caggcactca 1128 
ataaatgeta ccgaaggcta aaaaaaaaaa aaaaaaaaaa aanna 



<210> 34 
<211> 336 
<212> PRT 
<213> Unknown 



Gly Thr Arg Leu Arg Arg Leu Asp Val Ser Cys Asn Ser 

Ue Ser Phe Val Ala Pro Gly Phe Phe Ser Lys Ala Lys Glu Leu Arg 

Glu Leu Asn Leu Ser Ala Asn Ala Leu Lys Thr Val Asp His Ser Trp 

35 ,u 

, n , =„ ala ser Ala Leu Gin He Leu Asp Val Ser Ala Asn 
Phe Gly Pro Leu Ala t>er »u 60 

50 55 
Pro Leu His cys Ala Cys Gly Ala Ala Phe Met Asp Phe Leu Leu Glu 



65 70 " 

val|ln Ala Ala Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser 

Pr|Gly Gin Leu Gin Gly Leu Ser lie Phe Ala Gin Asp Leu Arg Leu 

Cy^eu Asp fflu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu 

A l|val Ala Leu Gly Leu Gly val Pro Met Leu His His Leu Cys Gly 

Trp Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro Trp 

i cm J. bb 

Ala Leu Pro Tyr Asp Ala 



Trp- 1 Asp Leu 



Arg Gly Arg Gin Ser Gly Arg Asp Glu Asp Ala Leu ™ x,x 

165 

Phe val val Phe Asp Lys Thr Gin Ser Ala Val Ala Asp Trp Val Tyr 

A sn Glu Leu Z[ Gly Gin Leu Glu Glu Cys Arg Gly Arg Trp Ala Leu 

195 2UU 
Arg Leu Cys Leu Clu Glu Arg Asp Trp Leu Pro Gly Lys Thr Leu Phe 

Glu Z Leu Trp Ala Ser Val Tyr Gly Ser Arg Lys Thr Leu Phe Val 
225 230 

q Pr Glv Leu Leu Arg Ala Ser Phe Leu 
Leu Ala His Thr Asp Arg Val Ser Gly Leu l, y ^ 



245 250 



Leu Ala Gin Gin Arg Leu Leu Glu Asp Arg Ly S Asp Val Val Val Leu 

260 * bt> 

Val lie Leu Ser Pro Asp Gly Arg Arg Ser Arg Tyr Xaa Arg Leu Arg 

275 

Gin Arg Leu Cys Arg Gin Ser Val Leu Leu Trp Pro His Gin Pro Ser 

290 2yi 
Gly Gin Arg Ser Phe Trp Ala Gin Leu Gly Met Ala Leu Thr Arg Asp 

Z His His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 

325 

<210> 35 
<211> 497 
<212> DNA 
<213> Unknown 

Description of Unknown Organism: rodent ; surmised' 

Lfj Mus musculus 

Jglccacac ggaccgogtc agtggcctcc tgcgcaccag cttcctgctg gctcagcagc 60 
gc^tgttgga agaccgcaag gacgtggtgg tgttggtgat cctgcgtccg gatgccccac 120. 
cgieocgcta tgtgcgactg cgcoagcgtc tctgccgcoa gagtgtgotc ttotggccoc 180 
agggacccaa ogggoagggg ggottctggg cccagctgag tacagccctg aotagggaca 240 
aclgocactt otataacoag aacttotgoc ggggaoctac agoagaatag otcagagcaa 300 
c^gctggaaa cagctgcatc ttcatgtctg gttcccgagt tgctctgcct- gccttgctct 360 
gtcttactao acogctattt ggcaagtgcg caatatatgc taocaagoca ocaggcccac 420 
ggagcaaagg ttggctgtaa agggtagttt tcttcccatg catctttcag gagagtgaag 480 

497 

atagacacca aacccac 

<210> 36 
<211> 3099 
<212> DNA 
<213> Unknown 

<223> Description of Unknown Organism: primate; surmised 
Homo sapiens 



<220> 

<221> CDS 

<222> (1) • • (3096) 

<220> 

<221> matjpeptide 
<222> (52) . . (3096) 



<220> 

<221> misc_feature 



<223> ^translation depends on genetic code 

<400> 36 t t tcc tgt gag tta tgc 

S? 25 ?h? CyS fie Phe feu feu f e SS G?y Ser Cy S Gl» Leu c yS 

-15 _1 ° 

111 III K SS SSS SS S S £ S SfS SS SS S SS 1 
J K SS 3S5 SS K S5 SS K £SS SS SS SS SSS 

O 20 ^ b 

ss as sz ?a a? s: £ «a s s; s ssta ss ss - 

35 40 

O ^ „ =a 4--= t-tt caa qqq ctg caa aat etc 

& nt ?Sr ST. ne IS? SS SS SS SSS Gin i?y LeS Gin Asn Leu 

fci 50 55 

G w i-„ = =>^ r^<- aac ccc aat gta cag cac cag aac gga 

?f r ITs ?" SS feu SS SS Sn So Asn ?al Gin His Gin Asn Gly 

65 70 

- fra aat qqc ttg aat ate aca gac ggg gca ttc 

aat ccc ggt ata caa tea aat gg g Thr Ala ph 

Asn Pro Gly He Gin ser asn 90 95 

2S SS SS SS SS SS 25 SS SS SS SS SS SS SS SS SS 

100 iUb 

■ss ss ?ie ss ss m ss r,o ss sSr ss s ss ss is - 

115 120 



ss ss ss ss fe £ ss ss ss s: ss a? ss ss ss ss 

130 135 



48 



96 



144 



288 



336 



384 



432 



480 



— SS 5: SS SS £ 25 SS 33 SS I - - - - 

145 



gs ss ss - - ;a as *£ ® g - - - - 1 



165 

60 



*. t-i-n aat tct ctt tea cat gtg cca 

- 2- SS SS SS SS SS SS S£S XS - - - «■ 5i p ~ 

180 

^M- t-t-t ctQ aqc aac acc cag 

S 5: SS SjS S SS SS S i SS 55. -S A - - - 

ss $ ss ;s ss as as g ss ss © ss ss ss ss is? 



C 210 

a; I; is a s b a a s s a £ s «= = « 



025 230 



S fc 53 S 5 S 85 «B SS = S S S B S S 



528 



576 



624 



672 



720 



768 



816 



245 

240 B 



r> ^r,= t-ar eta aac etc tct age act 

safe ss ss ss ss ss ss s g - - - - ss Thr 

L. 2 ^ 0 

ssfe si i ;s ss ss ss g| ss ss ss ss? ss ss ss 
5 s ss S ss as ss i ss ss a « as s ss ss 
3; ss ss ss s ss ss ss s ss as ;s ss ss ss ss 

305 310 



864 



912 



960 



1008 



1056 



ttt aac tat ata aag ggg agt tat cca cag cat att aat att tec aga 
Phe Asn Tyr lie Lys Gly Ser Tyr ^ 335 

s a s a s a s a ses a a a S " 



;! SSS S 9 n SS SS S SS ft K - - - SS «| SS SS 

355 360 
ca aac tta teg act ate aac ttg ggt att aat ttt att aag caa ate 
ro Asn Leu Ser Thr lie Asn Leu Gly He Asn Pne ^ 



370 375 



It S£ 5S SS SS - - - - SS S55 SS S SS £ SS 



385 390 



»„ a »i-a tea cca ttq gta aaa gat acc egg cag agt tat 
Tr SS SS A?g SS SS SI SeS Sal Lys Asp Thr Arg 01» Ser Tyr 

/ " J. W 



: 00 405 



1152 



1200 



1248 



1296 



1344 



SS SS S£ SS SS SSS SS S SS SS £ E S S SS S 

420 

- & SS SS SS SS SS S3 SS 5SS SS SS SS ffi S SS 1392 

£i 435 44U 

tta |a aag cc. caa tgt get get tat gga aaa gee tt. gat tta age 
Leu tte Lys Pro Gin Cys Ala Aia lyi ^ y * 46 0 



■P 450 455 



SS | SS SS SSS SSS SS 1?? SS SS £ SS SS SS SS SS 

ssfess.ssssssSsssssssssKSssBg 



480 M 485 



£85 xSS SS SS SS SS SS SS |S SS SS SS SS § SS 

500 130 



t-n- naf aat act aat get ctt act gaa ttg 

£ SS SS 5 SS SS SSS SS Iia A L. - s «*. - 

515 b/iU 



SS K SS SS ?s ss ss ss E S ss SS SS s sss s 



530 535 



ss ss a? & s ss ss ss ss ss ss ss ss sss s ss 



545 550 



eta aaa gtt tta aae ttg age cac aae aae att tat aet tta aea gat 
Leu Lys Val Leu Asn Leu Ser His Asn Asn y 



1488 



1536 



1584 



1632 



1680 



1728 



1776 



560 565 



570 575 



S $ 555 25 i K » SS 25 g S5 25 # - § - 
£ S E g 35 SS - g SS K 555 S i SS SS 

;s ss & 2s 25 25 25 S S 25 ss' 2s ss - ss 

610 615 

„ a n a hr cca aat gaa gca ttc ctt aat ttg cca gcg agt 
|?1 2°u Lyl £5 ill Ten llu Ala Phe Leu Asn Leu Pro Ala Ser 
625 630 

2S.52 S5 - SS S5 25 £ 25 » i 55 52 52 25 |f 
£§SS 25 S5 s 52 52 S 25 II 25 25 ss 2: § SS 
sfe 25 25 52 25 S £ S - 25 82 52 S 52 SS 

^ 675 6BU 

2§S i 25 25 25 S£ f£ 25 5 - 555 SS 25 555 52 
,g|s2 25 52 85 «S S5 SE 25 55 25 25 £ 25 555 555 
52 25 25 Lys £ 25 25 25 555 S 22 85 52 25 ffi |5 



1824 



1872 



1920 



1968 



2016 



2064 



2112 



2160 



720 725 



S S 25 52 21 25 S5 25 S5 § 25 £5 52 85 §5 S 
35 855 SS § 82 52 S 5 1 25 82 S5 22 25 S2 «S 
55 ?2 25 5 25 SS 82 fg ?2 35 K S£ 52 8? 82 Sfi 

770 775 



2256 



2304 



2352 



2400 



*- a n- at-a aat eta qag eta aca act tgt gtt tea gat 
1% 1!? 51 ter l£ la! Ifr Leu llu Leu Thr Thr Cys Val Ser Asp 
785 790 

_ f-f-=. t-t-t- tfr ttc acq ttc ttt ate ace acc atg 
tl Thr IS iK Leu Phe £ & Th? Phe Phe XI. Thr Thr Met 

800 805 

ss a ss ss s ss sr. as as g sa £ g £ 

820 82b 

s s £ £ ss $ s ffi i £ - a? - s 2 E 

SS S i SS £ £ S S K - S §5 - - - 

r s || S ?S 5S K § sa £ - ss s s £ ss 

«JgH age cga gac aaa aac gtt etc ctt tgt eta gag gjg agg gat 
GluPGlu Ser Arg Asp Lys Asn Val Leu ueu y 8g5 
.88** 885 - 

SSgS S 85 g K - S S 5 - - §K S 55 5= 

915 920 

■ SS |e E S S E i 25 K £5 SS S SS S3 IS 

ss ss s ss ?a ne s: s ;s s ss |» ?a is ss 

945 950 

cat tet ecg tat. ttg agg eta egg cag egg ate tgt aag age tec ate 
His Ser Pro Tyr Leu Arg Leu Arg Gin Arg lie cys y ^ 
960 965 

etc cag tgg cct gac aac ccg aag gca gaa ggc ttg ttt tgg caa act 
Leu Gin Trp Pro Asp Asn Pro Lys Ala biu ^ y ggQ 

980 yo 

ctg aga aat gtg gtc ttg act gaa aat gat tea egg tat aac aat atg 



2496 



2544 



2592 



2640 



2688 



2736 



2784 



2832 



2880 



2928 



2976 



3024 



3072 



su Arg As n Val Val Leu Thr Glu Asn Asp Ser Ar g Ty^Asn Asn Me t 
995 xuu 

3099 

at gtc gat tec att aag caa tac taa 
fr Val Asp ser He Lys Gin Ty 
1010 xvxo 



210> 37 
211> 1032 
212> PRT 
.213> Unknown 

^LeuV Cys He Phe Leu Leu lie Ser Gly Ser Cys 01» - Cys 
,1a Glu Oil Asn Phe ser Ar g Ser Tyr Pro Cys Asp Glu Lys Lys Gin 
l £ Ser Val ne Ala Glu Cys Ser Asn Ar g Ar 3 Leu Gin Glu Val 



20 



ifi ^ Wa1 Thy nlu Leu Asp Leu Ser Asp Asn 

Pro fen Thr Val Gly Lys Tyr Val Thr Glu Leu * p ^ 

tfssa. .'35 

Phe |e Thr His He Thr Asn Glu Ser Phe Gin Gly Leu Gin Asn Leu 

T hr|ys Z Asn Leu Asn His Asn Pro Asn Val Gin His Gin Asn Gly 

JC CIV ^ Ser Asn Gly Leu Asn ne Thr Asp Gly Ala Phe 
80 £ 

- L eu Asn Leu Lys Asn Leu Ar g Glu Leu Leu Leu Glu Asp Asn Gin Leu 

100 

Pro Gin lie Pro Ser Gly Leu Pro Glu Ser Leu Thr Glu Leu Ser Leu 

115 

» t 1p Tvr Asn He Thr Lys Glu Gly He Ser Arg Leu 
He Gin Asn Asn He Tyr Asn ue j 140 

130 ■ LJD 



ne As„ Leu Lys Asn Leu Tyr Leu Ala Trp Asn Cys Tyr Phe Asn Lys 
v.1 Z Glu ^ ^ Ile G1U ASP ° ly ™ 



160 165 



Asn Leu Glu 

180 



L eu Leu ser Leu Ser Phe Asn Ser Leu Ser His Val Pro 



„• Lys Leu Pro Ser Ser Leu Arg Lys Leu Phe Leu Ser Asn Thr Gin 

195 2UU 
le Lys Tyr He Ser Glu Glu Asp Phe Lys Oly Leu lie Asn Leu Thr 

,eu Leu Z Leu ser oly Asn Cys Pro Ar g Cys Phe Asn Ala Pro Phe 

225 

rivr rlv Ala Ser He Asn He Asp Arg Phe 
>ro Cys Val Pro Cys Asp Gly Gly Ala ber 255 

'.40 245 

tv^ nn Leu Arq Tyr Leu Asn Leu Ser Ser Thr 
\la Phe Gin Asn Leu Thr Gin Leu Arg iy* 27Q 

260 2bt> 
3 er Leu Arg Lys lie Asn Ala Ala Trp Phe Lys Asn Met Pro His Leu 



275 280 



* to,, nu Phe Asn Tyr Leu Val Gly Glu He Ala Ser 
Lys Val Leu Asp Leu Glu Phe Asn lyr 3Qo 

290 29b 



Gly la Phe Leu Thr Met Leu Pro Ar g Leu Glu lie Leu Asp Leu Ser 

3g)5 JJ - U 
Phe Sn Tyr He Lys Gly Ser Tyr Pro G!n His He Asn He Ser Arg 

320 O 3 

■P T TD11 qpr T PU Ara Ala Leu His Leu Arg Gly Tyr 

Asn Phe Ser Lys Leu Leu Ser Leu Arg au 35Q 

340 

val f he Gin Glu Leu Arg Glu Asp Asp Phe Gin Pro Leu Met Gin Leu 

y 355 360 

Pro |sn Leu Ser Thr lie Asn Leu Gly lie Asn Phe lie Lys Gin He 

AspL Z -u Phe Gin Asn Phe Ser Asn Leu Glu He He Tyr Leu 

385 ■ 3yu 
Ser Glu Asn Arg lie Ser Pro Leu Val Lys Asp Thr Arg Gin Ser Tyr 

111 Asn ser Ser Ser Phe Gin Arg His lie Arg Lys Arg Arg Ser Thr 

420 

Asp Phe Glu Phe Asp Pro His Ser Asn Phe Tyr His Phe Thr Arg Pro 
L eu lie Lys To Gin Cys Ala Ala Tyr Gly Lys Ala Leu Asp Leu Ser 
,eu Asn Tel He Phe Phe lie Gly Pro Asn Gin Phe Glu Asn Leu Pro 



465 470 



,sp He Ala Cys Leu Asn Leu Ser Ala A» Ser Asn Ala Gin Val Leu 
1« Gly Thr Glu Phe Ser Ala He Pro His Val Lys Tyr Leu Asp Leu 

Thr Asn Asn Ar g Z Asp Phe Asp Asn Ala Ser Ala Leu Thr Glu Leu 

515 

ser Asp Leu Glu Val Leu Asp Leu Ser Tyr Asn Ser His T yr Phe Ar g 
Ue Ala Z Val Thr His His Leu Glu Phe He Gin Asn Phe Thr Asn 
Z val Leu Asn Leu Ser His Asn Asn lie Tyr Thr Leu Thr Asp 
Ts Tyr Asn Leu Glu Ser Lys Ser Leu Val Glu Leu Val Phe Ser Gly 
fis J rg Leu Asp He Leu Trp Asn Asp Asp Asp Asn Ar 3 Tyr He Ser 

UeL Lys Z ™ **> *» ™ *** ASP SS *" ^ *" 

7 610 



ft i 

IF" 



Arg^eu Lys His He Pro Asn Glu Ala Phe Leu Asn Leu Pro Ala Ser 

Jtnr Olu Leu His He Asn Asp Asn Met Leu Lys Phe Phe Asn Trp 
64<E 645 

Th | L eu Leu Gin Gin Phe Pro Ar g Leu Glu Leu Leu Asp Leu Arg Gly 

Asn^ys Leu Leu Te Leu Thr Asp Ser Leu Ser Asp Phe Thr Ser Ser 

L eu Arg Thr lI Leu Leu Ser His Asn Arg lie Ser His Leu Pro Ser 
690 69b 

on ™=i Q^-r qer Leu Lys His Leu Asp Leu Ser Ser 
Gly Phe Leu Ser Glu Val Ser Ser Leu i,y ^ 

705 /iU 

r t V q Thr Xaa Asn Lys Ser Ala Leu Glu Thr Lys Thr Thr 
Asn Leu Leu Lys Thr xaa Asn uy» 73Q 735 

720 725 

Thr Lys Leu Ser Met Leu Glu Leu His Gly Asn Pro Phe Glu Cys Thr 
C ys Asp He Gly Z »» ^ *** ^ ^ ^ 



755 



Lys He Pro Arg Leu Val Asp Val lie Cys Ala Ser Pro oly Asp Gin 

770 //b 
Arg Gly Lys Ser lie Val Ser Leu Glu Leu Thr Thr Cys Val Ser Asp 

785 ' 790 

Val Thr Ala Val lie Leu Phe Phe Phe Thr Phe Phe lie Thr Thr Met 

ll Met Leu Ala Ala Leu Ala His His Leu Phe Tyr Trp Asp Val Trp 

820 

Phe He Tyr Asn val Cys Leu Ala Lys Leu Lys Gly Tyr Arg Ser Leu 

835 840 
ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr lie Ser Tyr Asp Thr Lys 



850 855 



Asp Ala Ser Val Thr Asp Trp Val He Asn Glu Leu Arg Tyr His Leu 

€§65 

CluSlu Ser Arg Asp Lys Asn Val Leu Leu Cys Leu Glu Glu Arg Asp 

880 Ul 885 

Trp|sp Pro Gly Leu Ala He He Asp Asn Leu Met Gin Ser lie Asn 
GlnFser Lys Lys Thr Val Phe Val Leu Thr Lys Lys Tyr Ala Lys Ser 

o 915 



Tr^Asn Phe Lys Thr Ala Phe Tyr Leu Ala Leu Gin Arg Leu Met Gly 

GlJlAsn Met Asp val He He Phe He Leu Leu Glu Pro Val Leu Gin 

' 945 950 
His ser Pro Tyr Leu Arg Leu Arg Gin Arg He Cys Lys Ser Ser He 
960 965 

L eu Gin Trp Pro Asp Asn Pro Lys Ala Glu Gly Leu Phe Trp Gin Thr 

980 yyb 

L eu Arg Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr^sn Asn Met 
995 100U 



Tyr Val Asp Ser lie Lys Gin Tyr 
1010 1015 



<210> 38 
<211> 3046 
<212> DNA 
<213> Unknown 



223> Description of Unknown Organisnuprimate; surmised 
Homo sapiens 

220> 

221> CDS 

222> (HI) • • (2543) 



220> 

221> matjpeptide 
222> (168) . . (2543) 



£S£.?Sc. cgcacctgca gctctgctga gagagtgcaa gccgtggggg ttttgagctc 60 
,tcttcatca ttcatatgag gaaataagtg gtaaaatoot tggaaataca atg aga 

„. r .. . t . ttt tqc agt att gtt atg aoa gca gag 

?Su tl A?9 AsS lie Tyr SS g ^ & Ile Val ** ^ 

.fi -15 ^ 



% ^ & ss as.ss sis ss ss s ss a sss s sss 

r? 35 4u 



gs ss sss «s ss ss i s & a ss 25 §s as ss 

50 55 

acc ttt qaa ttc aac aag gag tta 
SS SS SS ill £ LvS S She Su Phe Asn Lys 01» Leu 



65 70 



5 & sss SS £2 S£ E ss s £ s as - - - i 



80 85 



116 
164 



212 



260 



308 



SS SS SS m SS 5 SS 2S SS S 55 ~ fs " S S K 

100 xu:3 

s Me? ss ss ss ss ss a; ss s ss as ss ss ss 



404 



452 



500 



548 



19 0 125 
115 120 



a m g s sg s s i ss s ss ss ss ss s ss 

SS as ffl ss £ - - - - - ® S s & 2S 



596 



644 



150 

145 



SS £ ss is ss 1 2S ss sss ss s s s: 25 SS 

SS & 2S So £g K S SS SSS § & 2S 25 SS || S? 

180 xt5D 

sys ss i E - 2S s; g £ ss ss ss 1 s: se 
Jss £ ss $ ss ss ss ss SS 2S 2S SS ss ss 

U 210 21b 

° ... »<- aaa qtt qat tta etc tgg gac gac 

$ ?| SS SS 25 25 2S SS £ ^ L P £» Leu TrP ASP »p 
s| SS 2S SS 2S SS SS SSS SS SS f£ SS? SS SS SS 52 

Issssssb^ssssskssssssssss 

260 

' tea ttt gac tac tea aat act gta atg aga act ata jj. ttg gag cat 

Ser Phe Asp Tyr Ser Asn Thr Val net a a 
275 

*• cat S£° S 9 vS? SS 5£ ss ss ss ss s: SS SS 25 2S 

Val His Phe Arg Val Pne iyi xx 300 
290 



692 



740 



788 



836 



884 



932 



980 



1028 



1076 



ss s 5s fsp s: ss - a s ;s ss £ ss ss sa 



305 310 



t-^t- ret acq aaa ttc caa tat tta aat 
cca cac atg ctt ttc ccg aat tat cct acg ^ ^ ^ ^ 

Pro His Met Leu Phe Pro Asn ryr r ^ 335 



1124 



1172 



320 325 



= a t- tta aca qac gag ttg ttt aaa aga act ate caa 

& 111 JSn Asn nt 5£ Lp llS £u Phe Lys *r g Thr II. Gin 

340 J4b 

= = a nt- n \r att tta aat ggc aat aaa ctg gag aca 
2S S SS £S £ ?hr £ LeS Asn l?y Asn ,ys Lju Olu Thr 

355 360 

£ S£ 2S & S£ §S - S « E S S5 25 ST. SS 25 

ss a ffi ss e as & s; ss s e g s: £ $ ss 

385 390 

§ S K - 53 g £ 5K E 2S S S E £ 2S S£ 

sfe & £ § $ 5: 51 s sr. s: £ g 2s 
dk :s ss ;s ss E & £ s ss £ - 15 ss jsss 

p 435 440 

i| §s ffi si s s£ s - s ss ss g ss a: ffi ss 

' 5£S E 25 K S ££ 2S SS 52 S3 SK S $ S S5 SS 

485 " u 

~ s 2s 2 s s& s xs g s " s tcfs S ~ 

* 500 505 

s 2 ss is s s as s g a ss ss ss g «s ® 

s SS SS £ s ss §£ § s s 2s S g S S5 - 

530 535 
agg tta aaa gac gtt cat etc cac gaa tta tct tgc aac aca get ctg 



1220 



1268 



1316 



1364 



1412 



1460 



1508 



1556 



1604 



1652 



1700 



1748 



1796 



1844 



Arg Leu Lys Asp Val His Leu His Glu Leu Ser Cys Asn Thr Ala Leu 

25 SS & S ue .53 SS 5S 25 S g SS.S? 25 82 1? 

560 565 

K 52 §S S i S 52 £ 25 S §S £ 25 3? S - 

is ss s s ss s s ss s & s E £ I ss SI 

595 600 

SK 25 |! 5 2 & 2S g S S 52 S g - £ SS 

afess is 2s s ^ 55 e as £5 ;s s 2 25 ss 55 

SSS S& 52 ne 25 S5 $ 2S $ g SS S 55 K i 

64© 645 

ll sji ffi SS £ 85 E SS SS E 52 £ SS - S 5£ 



690 695 



*. *. rht- *fc tta ctq qaa ccc att cca ttc tat tgc att 

1% SS SS S 2u fie Leu Le5 il» Pro He Pro Phe Tyr Cys He 
705 710 



1892 



1940 



1988 



2036 



2084 



.£ S 5 S SS 5: 25 £ £ 2S g S5 E 5: K g 

720 725 

ttg gaa tgg ccc aag gat agg cgt aaa tgt ggg ctt ttc tgg gca-aac 

Leu Glu Trp Pro Lys Asp Arg Arg Lys Cys Gly Leu Pne p 

740 745 

as s ss s ss e ?s 2 ss 2: s s s i s £ 

755 760 



2180 



^ «. -..«- „n- t-t-a tct ccc aac ttt gtc cag aat gag tgg tgc 2228 

1% ttr lit Phe tl 25 Ser lit Asn Phe Sal Gin Asn Glu Trp Cys 

Pi 675 680 

S £ K - - - - - - « - - III K ^ 52 2276 



2324 



2372 



2420 



2468 



£ 2S S5 £ S £ S5 £ E SS S5 S£ 5 £ 2 - 2516 



770 775 



ate tct ctg atg aga aca gat tgt eta taaaateeea eagteettgg 
lie Ser Leu Me? Arg Thr Asp Cys Leu 

785 790 
gaagttgggg accacataca ctgttgggat gtaoattgat acaaccttta t g at gg caat 2623 
ttgacaatat ttattaaaat aaaaaat g3 t fttccottc atatcagttt ctagaaggat 2683 
, Cc taa g aat gtatcctata g aaaca=ctt cacaagttta taa gggC tta t gg aaaaa gg 2743 
tgt tcatccc a 9g att g ttt ataatcatga aaaatgtggc ca gg t g ca g t ggctcactct 2S03 
tgtaatccca g cac t at gg9 a gg ccaa g gt ggg tgaccca c g a gg tcaa g agatggagac 2863 
ctfttggcc aacat ggtg a aaccctgtct ctactaaaaa tacaaaaatt a g ct ggg c g t 2923 
gajgtgcac gcctgtagtc ccagctactt gg9 a 9 gc tg a gg ca gg agaa. tegcttgaac 2983 
ccjgaggtg gcagttgcag tgagctgaga t= g a g c=act gcactccagc c tgg t g aca g 3043 

p 3046 

agop 

<2g> 39 
<2}A> 811 

<2%£> Unknown 

#L 9 9 Leu He Arg Asn lie Tyr He Phe Cys Ser He Val Met Thr 

A1 a Glu 01, Asp Ala Pro Glu Leu Pro Glu Glu Arg Glu Leu Met Thr 

A sn cys Ser Asn Met Ser Leu Arg Lys Val Pro Ala Asp Leu Thr Pro 

A1 a Thr Thr Thr Leu Asp Leu Ser Tyr Asn Leu Leu Phe Gin Leu Gin 

sir ser Asp Phe His Ser Val Ser Lys Leu Arg Val Leu He Leu Cys 

50 DD 
His Asn Arg He Gin Gin Leu Asp Leu Lys Thr Phe Glu Phe Asn Lys 

65 /u 
Glu Leu Arg Tyr Leu Asp Leu Ser Asn Asn Arg Leu Lys Ser Val Thr 



80 85 90 



rrp Tyr Leu Leu Ala Gly Leu Arg Tyr Leu Asp Leu Ser Phe Asn Asp 
P | 5 100 105 

Phe Asp Thr Mat Pro lie Cys olu Olu Ala Gly Asn Mat Ser His Leu 

110 115 

Glu lie Leu Gly Lau Sar Gly Ala Lys lie Gin Lys Ser Asp Phe Gin 

130 135 

Lys He Ala His Leu His Leu Asn Thr Val Pha Leu Gly Pha Arg Thr 

145 lb0 
Leu Pro His . Tyr Glu Glu Gly Ser Leu Pro lie Leu Asn Thr Thr Lys 
160 

Leu His He Val Leu Pro Met Asp Thr Asn Phe Trp Val Leu Leu Arg 

175 180 
Asp fly Ha Lys Thr Ser Lys Ha Lau Glu Mat Thr Asn lie Asp 01, 

190 ^ 195 

Lys ler Gin Phe Val Ser Tyr Glu Met Gin Arg Asn Leu Ser Leu Glu 

* D 210 215 

Asnlla Lys Thr Sar Val Leu Leu Leu Asn Lys Val Asp Leu Leu Trp 



225 



230 



Asp'asp Leu Phe Leu He Leu Gin Pha Val Trp His Thr Ser Val. Glu 



*0 240 245 



His&ha Gin II. Arg Asn- Val Thr Phe Gly Gly Lys Ala Tyr Leu Asp 

£255 260 
His N Asn sar Phe Asp Tyr Ser Asn Thr Val Met Arg Thr lie Lys Lau 
"270 275 



Glu His val His Phe Arg Val Pha Tyr lie Gin Gin Asp Lys lie Tyr 

290 29b 

L eu Leu Leu Thr Lys Met Asp lie Glu Asn Lau Thr lie Ser Asn Ala 

305 310 
Gin Met Pro His Met Leu Phe Pro Asn Tyr Pro Thr Lys Phe Gin Tyr 

320 325 
Leu Asn Pha Ala Asn Asn lie Leu Thr Asp Glu Leu Phe Lys Arg Thr 

He Gin Leu Pro His Leu Lys Thr Leu He Leu Asn Gly Asn Lys Lau 
350 355 360 

Glu Thr Lau sar Lau Val Ser Cys Phe Ala Asn Asn Thr Pro Leu Glu 



370 375 380 

His Leu Asp Leu Ser Gin Asn Leu Leu Gin His Lys Asn Asp Glu Asn 



385 



Cys Ser Trp Pro Glu Thr Val Val Asn Met Asn Leu Ser Tyr Asn Lys 

Leu Ser Asp Ser Val Phe Arg Cys Leu Pro Lys Ser lie Gin lie Leu 

415 420 
Asp Leu Asn Asn Asn Gin He Gin Thr Val Pre Lys Glu Thr He His 

Leu Met Ala Leu Arg Glu Leu Asn lie Ala Phe Asn Phe Leu Thr Asp 

450 Qoo 

L eu Pro Gly Cys Ser His Phe Ser Arg Leu Ser Val Leu Asn lie Glu 

465 470 
Met 9sn Phe lie Leu Ser Pro Ser Leu Asp Phe Val Gin Ser Cys Gin 

^480 48b 

Glu Sal Lys Thr Leu Asn Ala Gly Arg Asn Pro Phe Arg Cys Thr Cys 

M95 500 bu:D 

Gluleu Lys Asn Phe He Gin Leu Glu Thr Tyr Ser Glu Val Met Met 
510** 515 

vainly Trp ser Asp Ser Tyr Thr Cys Glu Tyr Pro Leu Asn Leu Arg 

i£l 530 b - 3b 

GlySrhr Arg Leu Lys Asp Val His Leu His Glu Leu Ser Cys Asn Thr 
O 545 550 

-Ala^Leu Leu lie Val Thr lie Val Val He Met Leu Val Leu Gly Leu 
S60 565 
Ala Val Ala Phe Cys Cys Leu His Phe Asp Leu Pro Trp Tyr Leu Arg 

575 580 
Met Leu Gly Gin Cys Thr Gin Thr Trp His Arg Val Arg Lys Thr Thr 
59O 595 

Gin Glu Gin Leu Lys Arg Asn Val Arg Phe His Ala Phe He Ser Tyr 

610 615 

Ser Glu His Asp Ser Leu Trp val Lys Asn Glu Leu He Pro Asn Leu 

625 630 
Glu Lys Glu Asp Gly Ser He Leu He Cys Leu Tyr Glu Ser Tyr Phe 



640 645 



Asp Pro Gly Lys Ser lie Ser Glu Asn lie Val Ser Phe lie Glu Lys 

655 6 60 

Ser Tyr Lys Ser He Phe Val Leu Ser Pro Asn Phe Val Gin Asn Olu 
670 675 

Trp Cys His Tyr Glu Phe Tyr Phe Ala His His Asn Leu Phe Hie Glu 

Asn Ser Asp Hie Ue He Leu lie Leu Leu Glu Pro lie Pro Phe Tyr 

705 710 
cys He Pro Thr Arg Tyr Hie Lys Leu Lys Ala Leu Leu Glu Lye Lys 

720 725 
Ala Tyr Leu Glu Trp Pro Lys Asp Arg Arg Lys Cys Gly Leu Phe Trp 

Ala Asn Leu Arg Ala Ala lie Asn Val Asn Val Leu Ala Thr Arg Glu 

TtStyr Glu Leu Gin Thr Phe Thr Glu Leu Asn Glu Glu Ser Arg Gly 

J3 770 7 /b 

Selirhr He Ser Leu Met Arg Thr Asp Cys Leu 
G 785 790 

<210> 40 
<2D> 2760 
<2I2> DNA 
<2fc3> Unknown 

b 

<l$l Description of Unknown Organism: primate; surmised 
Homo sapiens 

<220> 
<221> CDS 
<222> (68) . . (2455) 

<220> 

<221> matjpeptide 
<222> (161) (2455) 

<220> 

<221> misc_feature 
<222> (2529) 

<223> n may be a, c, g, or c 

fagaat^gg actcatatca agatgotctg aagaagaaoa aocctttagg atagcoactg 60 
caacatc atg aco aaa gac aaa gaa cct att gtt aaa ago ttc oat ttt 



109 



Met Thr Lys Asp Lys Glu Pro lie Val Lys Ser Phe His Phe 
-30 "25 - 20 

., -f,, at - a ata a tt qqa acc aga ate cag ttc tec gac 

£l Leu Me? ne ?" SS Sal l?y Thr Arg IX. Gin Phe Ser Asp 
_15 -10 " 5 

t-tt aca qta gac aag tea aaa aga ggt ctt att cat gtt 
^!y Asn l!S Phe I?! Val Asp Lys Ser Lys Arg Gly Leu lie His Val 
-11 5 

o ft- a cca ctq aaa acc aaa gtc tta gat atg tct cag aac 

ITo Lys Asp 2S £S Leu Lys Thr Lys Val Leu Asp Met Ser Gin Asn 

20 25 

i- « a « ft-t- raa ate tct qac atg age ttt eta tea gag ttg 
$E Tit III Ilu Leu G?n Va? Ser Asp Me? sir Phe Leu Ser Glu Leu 
A * 35 40 

£ fx g A?g Leu ser SS SSS S - SK Leu Leu £ Leu sir 
8S I Lyi ^ Asn Gin g Leu SS Tyr Leu g - 52 £ Asn 

ssS ss s s: as ss ss sa ;a g ss as s ss a: 

80 ¥ 85 

-Is S S g Hp as Si K g SSS SS g£ 5S SS 5£ 

« S5 g SS 22 Asn 5S g SB S & g - ^ 

ss s g ss as as sss g s sr.. as as g ss $ - 

£ 2S 2£ as a? 9 SS S S SS 5S SS g S5 S SS S£ 

145 150 

£ SS SS 25 Asn KS Lys 35 Leu SS g SS 5£ S - g 

160 165 170 

ifr as as k ss ss as sss ss ss ?s ss & as s» y §s 



157 



205 



253 



301 



349 



397 



445 



493 



541 



589 



637 



685 



733 



180 185 19° 

ta caa ctg act aat att aaa ttg aat gat gac aac tgt caa gtt ttc 
iS G?n Leu Thr Asn lie Lys Leu Asn Asp Asp Asn Cys Gin Val Phe 
195 200 

\^ t-i-t- tta tea qaa etc ace aga ggt cca acc tta ctg aat ttt 
SS Lys Phe SS Ser Glu Leu Thr Arg Gly Pro Thr Leu Leu Asn Phe 



210 



^ aar cac ata qaa acg act tgg aaa tgc ctg gtc aga gtc ttt 
Ih? Leu Asn *Ts ill Glu Thr Thr Trp Lys Cys Leu Val Arg Val Phe 



9*^0 235 
225 A6U 



275 280 



ss fc s £ s ss ss £ 13 £ ss ss SS A Sn ss Me? 

s 290 295 

ESS £ fie SS lip £ SS SS SS SS S3 SS §S SS Si 



Si05 310 



ssfe £ £ ss ss ss SS SS SS £ SS SS 3S SS £ 

320 325 

.- naa aaa tat tec acg tta gtt aaa ttg gag aca ctt 

Aso Sfr Ue She SS Lys Cys Ser Thr Leu Val Lys Leu Glu Thr Leu 

340 345 

tit SS SS Lyl A sS 35 SS *ys 5 SS SS 5S S % SS SS 

360 



781 



829 



877 



925 



£ s ss s? SS SS SS SS SS SS ss & i & - ss 

370 375 

SS SS SS % S SS Lys SS SS $ £ i vSi SS £ SS 

385 390 



973 



^4. aaa ret ata aaa tat etc aat att tac aat tta 

SE Pne £eu Ly^ Pro Va? Slu Tyr Leu Asn lie Tyr Asn Leu 

240 245 2 

- =ft- oaa aac att cqt gaa gaa gat ttt act tat tct aaa acg 

£ SS SS SS Ifr fie Arg llu Glu Ssp Phe Thr Tyr Ser Lys Thr 

O 260 265 

£ I SS SS SS £ SS SS SS SS £ Zl SS || SS SS 1021 



1069 



1117 



1165 



1213 



1261 



1309 



1357 



• 



r,ta „ta tta aat ttg tct tea aat atg ctt act gac tot gtt ttc aga 
Val Val Leu Asn Leu Ser Ser Asn Met Leu Thr Asp Ser Val Phe Arg 

400 405 



^ t-ta cct ccc agg ate aag gta ctt gat ctt cac age aat aaa ata 
Cys Leu Pro Pro Arg lie Lys Val Leu Asp Leu His Ser Asn Lys lie 

-4- aaa raa ate qta aaa ctg gaa get ttg caa gaa etc 

ITs vai Pro Lys Sn Va! Lys LeS Il» Ala Leu Gin Glu Leu 
1 435 440 = 

t-t-r- aat tct tta act gac ctt cct gga tgt ggc age ttt 
Asn fal A?a Phe & Ser Leu Thr Asp Leu Pro Gly Cys Gly Ser Phe 
450 455 

anr aac ctt t ct gta ttg ate att gat cac aat tea gtt tec cac cca 
Ser III Leu Ser Val Leu lie lie Asp His Asn Ser Val Ser His Pro 

465 

u fEL.* ttc ttc caa aqc tgc cag aag atg agg tea ata aaa gca 

SerS^a Asp Pne G?n sir Cys Gin Lys Met Arg Ser lie Lys Ala 

gfe Asn S SZ SK cfs S Cys § 2S A?g I- Phe |l Lys 

y 4« * 500 505 

Lj. 

„t-» aac caa qta tea agt gaa gtg tta gag ggc tgg cct gat tct 
As|ne Hp S Val ser sir llu Val Leu Glu Gly Trp Pro Asp Ser 

jy. 515 

, 9 fi aM tat aac tac cca gaa agt tat aga gga age cca eta aag gac 

TySLys C?s Asp Tyr Pro llu sir Tyr Arg Gly Ser Pro Leu Lys Asp 

V Y 530 535 540 

"ttt cac atg tct gaa tta tec tgc aac ata act ctg ctg ate gtc ace 
Phe H?s Me? Ser llu Leu Ser Cys Asn lie Thr Leu Leu lie Val Thr 
545 550 555 

£ 8R K S 52 S 52 SS S£ SS f£ 33 S SS £S =| 

b /u 

560 bbb 

£ 25 lip 52 pSo SS £ 2S S E & $ - g - 

580 585 

H s 23 s ss s ss a ss'ss as & g ss s 

595 600 
aac etc cag ttt cat get ttt att tea tat agt gaa cat gat tct gec 



1405 



1453 



1501 



1549 



1597 



1645 



1693 



1741 



1789 



1837 



1885 



1933 



1981 



2029 



Asn Leu Gin Phe His Ala Phe He Ser Tyr Ser Glu His Asp Ser Ala 
610 615 620 

r,rn aaa aat qaa ttg gta cct tac eta gaa aaa gaa gat ata cag 
tS Val Lys lei Glu Leu Val Pro Tyr Leu Glu Lys Glu Asp lie Gin 
y 630 635 



625 



aht tat ctt cat gag agg aac ttt gtc cct ggc aag age att gtg gaa 
lie Cys Leu His Glu Arg Asn Phe Val Pro Gly Lys Ser lie Val Glu 
640 645 650 

= a cr a tr aac tqc att gag aag agt tac aag tec ate ttt gtt ttg 
Asn £S He Asn £s lie Il5 Lyl sir Tyr Lys Ser lie Phe Val Leu 

660 665 670 

tct ccc aac ttt gtc cag agt gag tgg tgc cat tac gaa etc tat ttt 
Ser Pro Ssn Phe Val Gin Ser Glu Trp Cys His Tyr Glu Leu Tyr Phe 
675 680 685 

qcc rat cac aat etc ttt cat gaa gga tct aat aac tta ate etc ate 
Ala lis His Asn Leu Phe His Glu Gly Ser Asn Asn Leu lie Leu lie 
tfi 690 695 700 



2077 



2125 



2173 



2221 



2269 



2317 



2365 



2455 



tta^tq qaa ccc att cca cag aac age att ccc aac aag tac cac aag 
Leu€eu Glu Pro lie Pro Gin Asn Ser lie Pro Asn Lys Tyr Hxs Lys 
£ 7 05 710 715 

ctqHaag get etc atg acg cag egg act tat ttg cag tgg ccc aag gag 
Leu^ys Ala Leu Me? Thr Gin Arg Thr Tyr Leu Gin Trp Pro Lys Glu 
720O 725 730 

aaaMagc aaa cgt ggg etc ttt tgg get aac att aga gee get ttt aat 
LysCSer Lys Arg Gly Leu Phe Trp Ala Asn lie Arg Ala Ala Phe Asn 
p 740 745 

atq^aaa tta aca eta gtc act gaa aac aat gat gtg aaa tct 
" Met Lys Leu Thr Leu Val Thr Glu Asn Asn Asp Val Lys Ser 
755 76 0 /bb 

taaaaaaatt taggaaattc aacttaagaa accattattt acttggatga tggtgaatag 2515 
tacagtegta agtnactgtc tggaggtgcc tccattatec tcatgccttc aggaaagact 2575 
taacaaaaac aatgtttcat ctggggaact gagetaggcg gtgaggttag ectgecagtt 2635 
agagacagee cagtctcttc tggtttaatc attatgtttc aaattgaaac agtctctttt 2695 
gagtaaatgc tcagtttttc agctcctctc cactctgctt tcccaaatgg attctgttgg 2755 

2760 

tgaag 



<210> 41 
<211> 796 



<212> PRT 
<213> Unknown 



Me^Th^Lys Asp Lys Glu Pro lie Val Lys Ser Phe His Phe Val Cys 

-30 " 25 
Leu Met lie He He Val Gly Thr Arg lie Gin Phe Ser Asp Gly Asn 



-15 " 10 



Glu Phe Ala Val Asp Lys Ser Lys Arg Gly Leu lie His Val Pro Lys 
5 10 1 

Asp Leu Pro Leu Lys Thr Lys Val Leu Asp Met Ser Gin Asn Tyr lie 

20 25 
Ala Glu Leu Gin Val Ser Asp Met Ser Phe Leu Ser Glu Leu Thr Val 

35 40 45 

Leu if Arg Leu Ser His Asn Arg lie Gin Leu Leu Asp Leu Ser Val Phe 

50 S 55 
LvsShe Asn Gin Asp Leu Glu Tyr Leu Asp Leu Ser His Asn Gin Leu 
* Ui 70 75 



Gln^ys lie Ser Cys His Pro lie Val Ser Phe Arg His Leu Asp Leu 

HF 85 90 

SeryPhe Asn Asp Phe Lys Ala Leu Pro lie Cys Lys Glu Phe Gly Asn 

D 100 105 
LeuHser Gin Leu Asn Phe Leu Gly Leu Ser Ala Met Lys Leu Gin Lys 

CH5 120 125 

LeuNAsp Leu Leu Pro lie Ala His Leu His Leu Ser Tyr lie Leu Leu 
-130 135 140 

Asp Leu Arg Asn Tyr Tyr lie Lys Glu Asn Glu Thr Glu Ser Leu Gin 

150 155 

He Leu Asn Ala Lys Thr Leu His Leu Val Phe His Pro Thr Ser Leu 
165 170 

Phe Ala lie Gin Val Asn lie Ser Val Asn Thr Leu Gly Cys Leu Gin 

180 185 
Leu Thr Asn lie Lys Leu Asn Asp Asp Asn Cys Gin Val Phe lie Lys 

195 200 205 

Phe Leu Ser Glu Leu Thr Arg Gly Pro Thr Leu Leu Asn Phe Thr Leu 
210 215 

Asn His He Glu Thr Thr Trp Lys Cys Leu Val Arg Val Phe Gin Phe 



230 235 240 

Leu Trp Pro Lys Pro Val Glu Tyr Leu Asn He Tyr Asn Leu Thr He 
245 250 255 

He Glu Ser He Arg Glu Glu Asp Phe Thr Tyr Ser Lys Thr Thr Leu 
260 265 270 

Lys Ala Leu Thr He Glu His He Thr Asn Gin Val Phe Leu Phe Ser 
275 280 285 

Gin Thr Ala Leu Tyr Thr Val Phe Ser Glu Met Asn He Met Met Leu 
290 295 300 305 

Thr He Ser Asp Thr Pro Phe He His Met Leu Cys Pro His Ala Pro 

310 315 320 

Ser Thr Phe Lys Phe Leu Asn Phe Thr Gin Asn Val Phe Thr Asp Ser 
325 330 335 

IlefPhe Glu Lys Cys Ser Thr Leu Val Lys Leu Glu Thr Leu He Leu 
|; 340 345 350 

Gln&ys Asn Gly Leu Lys Asp Leu Phe Lys Val Gly Leu Met Thr Lys 
^355 360 365 

AspSlet Pro Ser Leu Glu He Leu Asp Val Ser Trp Asn Ser Leu Glu 
370^ 375 380 385 

H ! 

SerlGly Arg His Lys Glu Asn Cys Thr Trp Val Glu Ser He Val Val 
Cf 390 395 400 

its ,i 

Leu^Asn Leu Ser Ser Asn Met Leu Thr Asp Ser Val Phe Arg Cys Leu 
O • 405 410 415 



Pro^Pro Arg He Lys Val Leu Asp Leu His Ser Asn Lys He Lys Ser 
420 425 430 

Val Pro Lys Gin Val Val Lys Leu Glu Ala Leu Gin Glu Leu Asn Val 
435 440 445 

Ala Phe Asn Ser Leu Thr Asp Leu Pro Gly Cys Gly Ser Phe Ser Ser 
450 455 460 46b 

Leu Ser Val Leu He He Asp His Asn Ser Val Ser His Pro Ser Ala 

470 475 480 

Asp Phe Phe Gin Ser Cys Gin Lys Met Arg Ser He Lys Ala Gly Asp 
* 490 495 



485 



Ash Pro Phe Gin Cys Thr Cys Glu Leu Arg Glu Phe Val Lys Asn He 
500 505 510 

Asp Gin Val Ser Ser Glu Val Leu Glu Gly Trp Pro Asp Ser Tyr Lys 



515 



520 525 



Cys Asp Tyr Pro Glu Ser Tyr Arg Gly Ser Pro Leu Lys Asp Phe His 
530 535 540 

Met Ser Glu Leu Ser Cys Asn lie Thr Leu Leu lie Val Thr lie Gly 

550 555 560 

Ala Thr Met Leu Val Leu Ala Val Thr Val Thr Ser Leu Cys He Tyr 
565 570 575 

Leu Asp Leu Pro Trp Tyr Leu Arg Met Val Cys Gin Trp Thr Gin Thr 
580 585 590 

Arq Arq Arg Ala Arg Asn He Pro Leu Glu Glu Leu Gin Arg Asn Leu 
59 | 600 605 

Gin Phe His Ala Phe lie Ser Tyr Ser Glu His Asp Ser Ala Trp Val 

610 615 620 

Lvi?Ser Glu Leu Val Pro Tyr Leu Glu Lys Glu Asp He Gin lie Cys 
Y « 630 635 640 

Lei j His Glu Arg Asn Phe Val Pro Gly Lys Ser He Val Glu Asn He 
O 645 650 655 

ilJ Asn Cys He Glu Lys Ser Tyr Lys Ser He Phe Val Leu Ser Pro 
1=1: 660 665 670 

rg 

As& Phe Val Gin Ser Glu Trp Cys His Tyr Glu Leu Tyr Phe Ala His 
Ci 675 680 685 

Hit Asn Leu Phe His Glu Gly Ser Asn Asn Leu He Leu He Leu Leu 
69® 695 700 

- Glu Pro He Pro Gin Asn Ser He Pro Asn Lys Tyr His Lys Leu Lys 

710 715 720 

Ala Leu Met Thr Gin Arg Thr Tyr Leu Gin Trp Pro Lys Glu Lys Ser 
725 730 735 

Lys Arg Gly Leu Phe Trp Ala Asn lie Arg Ala Ala Phe Asn Met Lys 
740 745 750 

Leu Thr Leu Val Thr Glu Asn Asn Asp Val Lys Ser 
755 760 765 



<210> 42 
<211> 3168 
<212> DNA 
<213> Unknown 



<220> . . ^ . , 

<223> Description of Unknown Organism: primate; surmised 

Homo sapiens 

<220> 

<221> CDS 

<222> (1) . • (3165) 

<220> 

<221> matjpeptide 
<222> (144) . . (3165) 

Jtg°ccc 2 atg aag tgg agt ggg tgg agg tgg age tgg ggg ccg gee act 
Met Pro Met Lys Trp Ser Gly Trp Arg Trp Ser Trp Gly Pro Ala Thr 
_45 -40 -35 

cac aca gec etc cca ccc cca cag ggt ttc tgc cgc age gee ctg cac 
His Thr Ala Leu Pro Pro Pro Gin Gly Phe Cys Arg Ser Ala Leu His 
-30 -25 -20 

ccaSitq tct etc ctg gtg cag gee ate atg ctg gec atg ace ctg gec 
Pr?leu Ser Leu Leu Val Gin Ala lie Met Leu Ala Met Thr Leu Ala 
s lTl5 -10 -5 - 1 

■far ! 



J5S!. 



ctqmgt ace ttg cct gec ttc eta ccc tgt gag etc cag ccc cac ggc 
Leu K3lv Thr Leu Pro Ala Phe Leu Pro Cys Glu Leu Gin Pro His Gly 



egg cat etc aac etc aag tgg aac tgc ccg ccg gtt ggc etc age ccc 
Irl His Leu Asn Leu Lys Trp Asn Cys Pro Pro Val Gly Leu Ser Pro 
65 70 75 

atq cac ttc ccc tgc cac atg ace ate gag ccc age acc ttc ttg get 
Me? His Phe Pro Cys His Met Thr lie Glu Pro Ser Thr Phe Leu Ala 

85 90 95 

gtg ccc acc ctg gaa gag eta aac ctg age tac aac aac ate atg act 
Val Pro Thr Leu Glu Glu Leu Asn Leu Ser Tyr Asn Asn He Met Thr 
100 105 HO 

gtg cct gcg ctg ccc aaa tec etc ata tec ctg tec etc age cat acc 



48 



96 



144 



192 



240 



ctq^qtg aac tgc aac tgg ctg ttc ctg aag tct gtg ccc cac ttc tec 

lelWal Asn Cys Asn Trp Leu Phe Leu Lys Ser Val Pro His Phe Ser 
W 20 25 30 

H' 

atq&ca gca ccc cgt ggc aat gtc acc age ctt tec ttg tec tec aac 288 
Metflla Ala Pro Arg Gly Asn Val Thr Ser Leu Ser Leu Ser Ser Asn 

I s * 35 40 45 

cgc ate cac cac etc cat gat tct gac ttt gec cac ctg ccc age ctg 
Arq He His His Leu His Asp Ser Asp Phe Ala His Leu Pro Ser Leu 
50 55 60 



336 



384 



432 



480 



528 



Val Pro Ala Leu Pro Lys Ser Leu lie Ser Leu Ser Leu Ser His Thr 
115 120 125 

aac atc ctq atg eta gac tct gec age etc gee ggc ctg cat gee ctg 
Asn lie Leu Met Leu Asp Ser Ala Ser Leu Ala Gly Leu His Ala Leu 
130 135 140 

rac ttc eta ttc atg gac ggc aac tgt tat tac aag aac ccc tgc agg 
Arq Phe Leu Phe Met Asp Gly Asn Cys Tyr Tyr Lys Asn Pro Cys Arg 
14 5 150 155 160 

caa aca ctg gag gtg gec ccg ggt gee etc ctt ggc ctg ggc aac etc 
G?n Ala Leu Gil Val Ala Pro Gly Ala Leu Leu Gly Leu Gly Asn Leu 

165 170 175 

acc cac ctg tea etc aag tac aac aac etc act gtg gtg ccc cgc aac 
Thr His Lei Ser Leu Lys Tyr Asn Asn Leu Thr Val Val Pro Arg Asn 
180 185 . 190 

ctg <ect tec age ctg gag tat ctg ctg ttg tec tac aac cgc ate gtc 
Leu ?ro Ser Ser Leu Glu Tyr Leu Leu Leu Ser Tyr Asn Arg lie Val 
yj 195 200 205 . 

aaaStq qcg cct gag gac ctg gee aat ctg acc gee ctg cgt gtg etc 
Lvs Seu All Pro 111 Asp Leu Ala Asn Leu Thr Ala Leu Arg Val Leu 
^10 215 220 

qatfttg ggc gga aat tgc cgc cgc tgc gac cac get ccc aac ccc tgc 
Asp'Val Gly Gly Asn Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys 
225 © 230 235 240 



atg^ 
Met* 



,aq tgc cct cgt cac ttc ccc cag eta cat ccc gat acc ttc age 
3lu Cys Pro Arg His Phe Pro Gin Leu His Pro Asp Thr Phe Ser 

250 255 



245 



cac ctg age cgt ctt gaa ggc ctg gtg ttg aag gac agt tct etc tec 
Sis Leu sir Arg Leu Glu Gly Leu Val Leu Lys Asp Ser Ser Leu Ser 
260 265 270 

tgg ctg aat gee agt tgg ttc cgt ggg ctg gga aac etc cga gtg ctg 
T?p Lei Asn Ala Ser Trp Phe Arg Gly Leu Gly Asn Leu Arg Val Leu 
* 280 285 



275 



aac ctq agt gag aac ttc etc tac aaa tgc atc act aaa acc aag gee 
Up Lei Sir 111 Asn Phe Leu Tyr Lys Cys lie Thr Lys Thr Lys Ala 
290 295 300 

ttc cag ggc eta aca cag ctg cgc aag ctt aac ctg tec ttc aat tac 
Phe Gin Gly Leu Thr Gin Leu Arg Lys Leu Asn Leu Ser Phe Asn Tyr 
305 3 10 315 320 

caa aaq aqg gtg tec ttt gec cac ctg tct ctg gee cct tec ttc ggg 
Gin Lyl A?g Val Ser Phe Ala His Leu Ser Leu Ala Pro Ser Phe Gly 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



1152 



* • 



325 330 335 

, ac cta q tc qcc ctg aag gag ctg gac atg cac ggc ate ttc ttc cgc 
III Leu Val Ala Leu LyI Glu Leu Asp Met His Gly lie Phe Phe Arg 
340 345 350 

-ea etc qat gag acc acg etc egg cca ctg gee cgc ctg ccc atg etc 
ler Leu Asp Glu Thr Thr Leu Arg Pro Leu Ala Arg Leu Pro Met Leu 
355 360 365 

naa act cta cat ctg cag atg aac ttc ate aac cag gec cag etc ggc 
-In Thr Leu Arg Leu Gin Met Asn Phe He Asn Gin Ala Gin Leu Gly 
" 370 375 380 

ate ttc agg gec ttc cct ggc ctg cgc tac gtg gac ctg teg gac aac 
lie Phe Arg Ala Phe Pro Gly Leu Arg Tyr Val Asp Leu Ser Asp Asn 
385 390 395 400 

ate aac qqa qct teg gag ctg aca gee acc atg ggg gag gca gat 
A?q Ue III lly La Ser Glu Leu Thr Ala Thr Met Gly Glu Ala Asp 
B 405 410 415 

aaa Jra qag aag gtc tgg ctg cag cct ggg gac ctt get ccg gee cca 
Gly Sy G?u Lyi Val Trp Leu Gin Pro Gly Asp Leu Ala Pro Ala Pro 
p 420 425 430 

qt q Sc act ccc age tct gaa gac ttc agg ccc aac tgc age acc etc 
Val Sp Thr Pro sir Ser Glu Asp Phe Arg Pro Asn Cys Ser Thr Leu 
435 440 445 

«»r Sc acc ttq qat ctg tea egg aac aac ctg gtg acc gtg cag ccg 
Asn InS Thr III Asp Le2 Ser Arg Asn Asn Leu Val Thr Val Gin Pro 
|50 455 460 

qa q Etg ttt gec cag etc teg cac ctg cag tgc ctg cgc ctg age cac 
III let Phe Ala Gin Leu Ser His Leu Gin Cys Leu Arg Leu Ser His 
465 470 475 4«u 

aac tqc ate teg cag gca gtc aat ggc tec cag ttc ctg ccg ctg acc 
Asn Cys lie Ser Gin Ala Val Asn Gly Ser Gin Phe Leu Pro Leu Thr 

485 490 49b 

aat cta caq gtg cta gac ctg tec cac aat aag ctg gac etc tac cac 
Gly Leu 111 Val Leu Asp Leu Ser His Asn Lys Leu Asp Leu Tyr His 
y 500 505 *510 



qag cac tea ttc acg gag cta cca cga ctg gag gee ctg gac etc age 
Glu His Ser Phe Thr Glu Leu Pro Arg Leu Glu Ala Leu Asp Leu Ser 
515 520 525 

tac aac age cag ccc ttt ggc atg cag ggc gtg ggc cac aac ttc age 
Tyr Ssn Sir Gin Pro Phe Gly Met Gin Gly Val Gly His Asn Phe Ser 
y 530 535 540 



1200 



1248 



1296 



1344 



1392 



1440- 



1488 



1536 



1584 



1632 



1680 



1728 



1776 



tc qtq get cac ctg cgc acc ctg cgc cac etc age ctg gee cac aac 
£e Val Ala His Leu Arg Thr Leu Arg His Leu Ser Leu Ala His Asn 
- 45 550 555 1>&U 

lac ate cac age caa gtg tec cag cag etc tgc agt acg teg ctg egg 
Isl lie His Sir Gin Val Ser Gin Gin Leu Cys Ser Thr Ser Leu Arg 

565 570 575 

ice ctg gac ttc age ggc aat gca ctg ggc cat atg tgg gee gag gga 
lit III Asp Phe Sir Gly Asn Ala Leu Gly His Met Trp Ala Glu Gly 

c - - 585 590 



580 



-lac etc tat ctg cac ttc ttc caa ggc ctg age ggt ttg ate tgg ctg 
III Leu Tyr Lei His Phe Phe Gin Gly Leu Ser Gly Leu lie Trp Leu 
F 595 600 605 

t-ta tec caa aac cgc ctg cac acc etc ctg ccc caa acc ctg cgc 
Asp Hi sir G?n Asn Arg Leu His Thr Leu Leu Pro Gin Thr Leu Arg 
610 615 620 

aac fie ccc aag age eta cag gtg ctg cgt etc cgt gac aat tac ctg 
Ten lu Pro Lys Ser Leu Gin Val Leu Arg Leu Arg Asp Asn Tyr Leu 
625 E 630 635 



acc fate ttt aag tgg tgg age etc cac ttc ctg ccc aaa ctg gaa gtc 
Ala Se Phe Lyl Trp Trp Ser Leu His Phe Leu Pro Lys Leu Glu Val 

iF 645 650 

^. cta aca qqa aac cag ctg aag gec ctg acc aat ggc age ctg 
III ip III SlS G?y Asn Gin Leu Lys Ala Leu Thr Asn Gly Ser Leu 



cct Set qgc acc egg etc egg agg ctg gat gtc age tgc aac age ate 
?ro Sa lly Thr Arg Leu Arg Arg Leu Asp Val Ser Cys Asn Ser lie 
M 675 680 685 

aac ttc gtg gee ccc ggc ttc ttt tec aag gee aag gag ctg cga gag 
Sir Phe Val Ala Pro Gly Phe Phe Ser Lys Ala Lys Glu Leu Arg Glu 



690 



695 700 



rte aac ctt age gec aac gec etc aag aca gtg gac cac tec tgg ttt 
Leu Asn Leu Hr Ala Asn Sla Leu Lys Thr Val Asp Hxs Ser Trp Phe 
705 710 715 

™ nnr eta aca aqt qcc ctg caa ata eta gat gta age gee aac cct 
Ify Tro III SS sir Sla Leu Gin lie Leu Asp Val Ser Ala Asn Pro 

725 

tac acc t qt qqq gcg gec ttt atg gac ttc ctg ctg gag gtg 
H?s ^ C?s l!y 111 ?la Phe Met Asp Phe Leu Leu Glu Val 
740 745 /r>u 

cag get gec gtg ccc ggt ctg ccc age egg gtg aag tgt ggc agt ccg 



1824 



1872 



1920 



1968 



2016 



2064 



2112 



2160 



2208 



2256 



2304 



2352 



2400 



2448 



Gin Ala Ala Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser Pro 
755 760 765 



aac caa etc cag ggc etc age ate ttt gca cag gac ctg cgc etc tgc 
Glv Gin Leu Gin Gly Leu Ser lie Phe Ala Gin Asp Leu Arg Leu Cys 
y 770 775 780 

ctQ qat gag gec etc tec tgg gac tgt ttc gee etc teg ctg ctg get 
Leu Isp Glu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu Ala 



785 



i_ _ „ nt rta a ac ctq qgt gtg ccc atg ctg cat cac etc tgt ggc tgg 
Val III Lei Gly Leu Gly Val Pro Me? Leu His His Leu Cys Gly Trp 

805 810 8 

aac etc tqg tac tgc ttc cac ctg tgc ctg gee tgg ctt ccc tgg egg 
Sp Leu T?p Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro Trp Arg 



n 



aac^ctg tgg gee teg gtc tat ggc age cgc aag acg ctg ttt gtg ctg 
Asn Leu T?p Ala Ser Val Tyr Gly Ser Arg Lys Thr Leu Phe Val Leu 
900 905 

n nn rar acq qac cqq gtc agt ggt etc ttg cgc gec age ttc ctg ctg 
III H?s Thr Asp Arg Val sir Ify Leu Leu Arg Ala Ser Phe Leu Leu 
915 92° 925 

gee cag cag cgc ctg ctg gag gac cgc aag gac gtc gtg gtg ctg gtg 
Ala Gin Gin A?g Leu Leu Glu Asp Arg Lys Asp Val Val Val Leu Val 

935 940 



930 



^ nta aac cct qac qqc cgc cgc tec cgc tat gtg egg ctg cgc cag 
at ES llr Tro Asp l?y Arg Arg Ser Arg Tyr Val Arg Leu Arg Gin 
945 950 955 

^r. rtc tac cac caa agt gtc etc etc tgg ccc cac cag ccc agt ggt 
Arg Leu £ys 1% G?n sir Val Leu Leu Trp Pro His Gin Pro Ser Gly 

965 970 



2496 



2544 



2592 



2640 



2688 



2736 



aaa cqq caa agt ggg cga gat gag gat gec ctg ccc tac gat gec ttc 
lly I?g G?n sir Gly Arg Asp Glu Asp Ala Leu Pro Tyr Asp Ala Phe 
€i 835 840 845 

p. 

ota Etc ttc gac aaa acg cag age gca gtg gca gac tgg gtg tac aac 
ValSa? PhS Asp Lys Thr Gin Ser Ala Val Ala Asp Trp Val Tyr Asn 
0B50 855 860 

aaqttt egg ggg cag ctg gag gag tgc cgt ggg cgc tgg gca etc cgc 2784 
ISlSu A?g lly Gin Leu Glu Glu Cys Arg Gly Arg Trp Ala Leu Arg 

rVo S ac ctq qag gaa cgc gac tgg ctg cct ggc aaa ace etc ttt gag 2832 
LeS?€ys Lei Tu llu A?g Asp T?p Leu Pro Gly Lys Thr Leu Phe Glu 
*= 885 890 895 



2880 



2928 



2976 



3024 



3072 



-aq cgc age ttc tgg gec cag ctg ggc atg gec ctg ace agg gac aac 312 0 
3ln Arg Ser Phe Trp Ala Gin Leu Gly Met Ala Leu Thr Arg Asp Asn 
980 985 99° 

~ac cac ttc tat aac egg aac ttc tgc cag gga ccc acg gee gaa tag 3168 
5is His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 
99 5 1000 1005 



<210> 43 
<211> 1055 
<212> PRT 
<213> Unknown 

Met°Pro 3 Met Lys Trp Ser Gly Trp Arg Trp Ser Trp Gly Pro Ala Thr 
_ 45 -40 -35 

His Thr Ala Leu Pro Pro Pro Gin Gly Phe Cys Arg Ser Ala Leu His 



Pro Beu 



-30 "25 "20 

Ser Leu Leu Val Gin Ala He Met Leu Ala Met Thr Leu Ala 
CIS -10 -5 - 1 

Leu Sly Thr Leu Pro Ala Phe Leu Pro Cys Glu Leu Gin Pro His Gly 
- f» 1 5 10 I 5 

Leu Sfal Asn Cys Asn Trp Leu Phe Leu Lys Ser Val Pro His Phe Ser 
U 20 25 30 

Met Sla Ala Pro Arg Gly Asn Val Thr Ser Leu Ser Leu Ser Ser Asn 
U 40 45 

Q J3 

Arable His His Leu His Asp Ser Asp Phe Ala His Leu Pro Ser Leu 

a r- n ^ 60 



50 



Arq His Leu Asn Leu Lys Trp Asn Cys Pro Pro Val Gly Leu Ser Pro 
6 | 70 75 » u 

Met His Phe Pro Cys His Met Thr He Glu Pro Ser Thr Phe Leu Ala 

85 90 95 

Val Pro Thr Leu Glu Glu Leu Asn Leu Ser Tyr Asn Asn lie Met Thr 
100 105 11° 

Val Pro Ala Leu Pro Lys Ser Leu lie Ser Leu Ser Leu Ser His Thr 
115 120 125 

Asn He Leu Met Leu Asp Ser Ala Ser Leu Ala Gly Leu His Ala Leu 
130 135 140 

Arg Phe Leu Phe Met Asp Gly Asn Cys Tyr Tyr Lys Asn Pro Cys Arg 



145 



150 155 160 



Gin Ala Leu Glu Val Ala Pro Gly Ala Leu Leu Gly Leu Gly Asn Leu 

165 170 175 

Thr His Leu Ser Leu Lys Tyr Asn Asn Leu Thr Val Val Pro Arg Asn 
180 185 190 

Leu Pro Ser Ser Leu Glu Tyr Leu Leu Leu Ser Tyr Asn Arg He Val 
195 200 205 

Lys Leu Ala Pro Glu Asp Leu Ala Asn Leu Thr Ala Leu Arg Val Leu 
210 215 22 0 

Asp Val Gly Gly Asn Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys 
225 230 235 240 

Met Glu Cys Pro Arg His Phe Pro Gin Leu His Pro Asp Thr Phe Ser 

245 250 255 

His ©eu Ser Arg Leu Glu Gly Leu Val Leu Lys Asp Ser Ser Leu Ser 
£i 260 265 270 

Trp Seu Asn Ala Ser Trp Phe Arg Gly Leu Gly Asn Leu Arg Val Leu 
O 275 280 285 

Asp leu Ser Glu Asn Phe Leu Tyr Lys Cys lie Thr Lys Thr Lys Ala 
14290 295 300 

PheftSln Gly Leu Thr Gin Leu Arg Lys Leu Asn Leu Ser Phe Asn Tyr 
305Ci 310 315 320 

GlngLys Arg Val Ser Phe Ala His Leu Ser Leu Ala Pro Ser Phe Gly 



325 



Ser^Leu Val Ala Leu Lys Glu Leu Asp Met His Gly He Phe Phe Arg 
340 345 350 

Ser Leu Asp Glu Thr Thr Leu Arg Pro Leu Ala Arg Leu Pro Met Leu 
355 360 365 

Gin Thr Leu Arg Leu Gin Met Asn Phe He Asn Gin Ala Gin Leu Gly 
370 375 380 

He Phe Arg Ala Phe Pro Gly Leu Arg Tyr Val Asp Leu Ser Asp Asn 
385 390 395 

Arc lie Ser Gly Ala Ser Glu Leu Thr Ala Thr Met Gly Glu Ala Asp 
a - — 410 41b 



405 



Gly Gly Glu Lys Val Trp Leu Gin Pro Gly Asp Leu Ala Pro Ala Pro 
420 425 430 

Val Asp Thr Pro Ser Ser Glu Asp Phe Arg Pro Asn Cys Ser Thr Leu 



• 



435 440 445 

^sn Phe Thr Leu Asp Leu Ser Arg Asn Asn Leu Val Thr Val Gin Pro 
450 455 460 

3lu Met Phe Ala Gin Leu Ser His Leu Gin Cys Leu Arg Leu Ser His 
*,sn Cys He Ser Gin Ala Val Asn Gly Ser Gin Phe Leu Pro Leu Thr 



485 



Gly Leu Gin Val Leu Asp Leu Ser His Asn Lys Leu Asp Leu Tyr His 
500 505 

Glu His Ser Phe Thr Glu Leu Pro Arg Leu Glu Ala Leu Asp Leu Ser 
515 520 525 

Tvr Asn Ser Gin Pro Phe Gly Met Gin Gly Val Gly His Asn Phe Ser 
Y 530 535 540 

Phe Sal Ala His Leu Arg Thr Leu Arg His Leu Ser Leu Ala His Asn 

545 ^ 550 

Asn lie His Ser Gin Val Ser Gin Gin Leu Cys Ser Thr Ser Leu Arg 
U 565 570 . 

Ala €eu Asp Phe Ser Gly Asn Ala Leu Gly His Met Trp Ala Glu Gly 
U 5B0 585 3 yu 

Asvkeu Tyr Leu His Phe Phe Gin Gly Leu Ser Gly Leu lie Trp Leu 
P €l 595 600 605 

AspQLeu Ser Gin Asn Arg Leu His Thr Leu Leu Pro Gin Thr Leu Arg 

0510 615 620 

Asn^Leu Pro Lys Ser Leu Gin Val Leu Arg Leu Arg Asp Asn Tyr Leu 
625 630 635 

Ala Phe Phe Lys Trp Trp Ser Leu His Phe Leu Pro Lys Leu Glu Val 

645 650 

Leu Asp Leu Ala Gly Asn Gin Leu Lys Ala Leu Thr Asn Gly Ser Leu 
660 665 b/u 

Pro Ala Gly Thr Arg Leu Arg Arg Leu Asp Val Ser Cys Asn Ser lie 
675 680 685 

Ser Phe Val Ala Pro Gly Phe Phe Ser Lys Ala Lys Glu Leu Arg Glu 
690 695 700 

Leu Asn Leu Ser Ala Asn Ala Leu Lys Thr Val Asp His Ser Trp Phe 
705 710 715 



Glv Pro Leu Ala Ser Ala Leu Gin He Leu Asp Val Ser Ala Asn Pro 
y 725 730 735 

Leu His Cys Ala Cys Gly Ala Ala Phe Met Asp Phe Leu Leu Glu Val 
740 745 /i)U 

Gin Ala Ala Val Pro Gly Leu Pro Ser Arg Val Lys Cys Gly Ser Pro 
755 760 765 

Civ Gin Leu Gin Gly Leu Ser He Phe Ala Gin Asp Leu Arg Leu Cys 
Y 770 775 780 

Leu Asp Glu Ala Leu Ser Trp Asp Cys Phe Ala Leu Ser Leu Leu Ala 
785 790 795 « uu 

Val Ala Leu Gly Leu Gly Val Pro Met Leu His His Leu Cys Gly Trp 

805 810 UX 

Asp Leu Trp Tyr Cys Phe His Leu Cys Leu Ala Trp Leu Pro Trp Arg 

Glyirg Gin Ser Gly Arg Asp Glu Asp Ala Leu Pro Tyr Asp Ala Phe 

2 - 84 0 84b 



835 



in 



Valval Phe Asp Lys Thr Gin Ser Ala Val Ala Asp Trp Val Tyr Asn 

C850 855 860 

GluMLeu Arg Gly Gin Leu Glu Glu Cys Arg Gly Arg Trp Ala Leu Arg 

8 6 5s 870 

LeiScys Leu Glu Glu Arg Asp Trp Leu Pro Gly Lys Thr Leu Phe Glu 
*" 885 390 895 

AsrfiLeu Trp Ala Ser Val Tyr Gly Ser Arg Lys Thr Leu Phe Val Leu 
V gOO 905 yj - u 

xssi: 

" Ala His Thr Asp Arg Val Ser Gly Leu Leu Arg Ala Ser Phe Leu Leu 
915 920 925 

Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys Asp Val Val Val Leu Val 
930 935 940 

He Leu Ser Pro Asp Gly Arg Arg Ser Arg Tyr Val Arg Leu Arg Gin 
945 950 9 55 

Arg Leu Cys Arg Gin Ser Val Leu Leu Trp Pro His Gin Pro Ser Gly 

965 970 

Gin Arg Ser Phe Trp Ala Gin Leu Gly Met Ala Leu Thr Arg Asp Asn 

His His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 
995 1000 1005 



<210> 44 
<211> 2289 
<212> DNA 
<213> Unknown 

<223> Description of Unknown Organism: rodent ; surmised 
Mus musculus 

<220> 

<221> CDS 

<222> (1) ■ • (2079) 

aac°ctg 4 tcc ttc aat tac cgc aag aag gta tec ttt gee cgc etc cac 48 
tin leu Ser Phe Asn Tyr Arg Lys Lys Val Ser Phe Ala Arg Leu His 
1 5 10 15 



ctqeca agt tec ttt aag aac ctg gtg tea ctg cag gag ctg aac atg 
Leu€la Ser Ser Phe Lys Asn Leu Val Ser Leu Gin Glu Leu Asn Met 
£i 20 25 30 

if; 

aac^qgc ate ttc ttc cgc ttg etc aac aag tac acg etc aga tgg ctg 
AsnQily lie Phe Phe Arg Leu Leu Asn Lys Tyr Thr Leu Arg Trp Leu 
C 35 40 45 

£■ 

qcckjat ctg ccc aaa etc cac act ctg cat ctt caa atg aac ttc ate 
Ala-=Asp Leu Pro Lys Leu His Thr Leu His Leu Gin Met Asn Phe He 



O 50 



55 60 



96 



144 



192 



aacMcag gca cag etc age ate ttt ggt ace ttc cga gee ctt cgc ttt 240 
AsnTGln Ala Gin Leu sir lie Phe Gly Thr Phe Arg Ala Leu Arg Phe 
65p 70 75 80 

qtggac ttg tea gac aat cgc ate agt ggg cct tea acg ctg tea gaa 288 
Val Asp Leu Ser Asp Asn Arg lie Ser Gly Pro Ser Thr Leu Ser Glu 

85 90 95 

acc ace cct gaa gag gca gat gat gca gag cag gag gag ctg ttg tct 
Ala Thr Pro Glu Glu Ala Asp Asp Ala Glu Gin Glu Glu Leu Leu Ser 
100 105 11° 

acq gat cct cac cca get ccg ctg age acc cct get tct aag aac ttc 
Ala Asp Pro His Pro Ala Pro Leu Ser Thr Pro Ala Ser Lys Asn Phe 
115 120 125 

atq qac agg tgt aag aac ttc aag ttc aac atg gac ctg tct egg aac 
Me? Asp A?g Cys Lys Asn Phe Lys Phe Asn Met Asp Leu Ser Arg Asn 
130 135 140 

aac ctq gtg act ate aca gca gag atg ttt gta aat etc tea cgc etc 
Asn III Val Thr lie Thr Ala Glu Met Phe Val Asn Leu Ser Arg Leu 



336 



384 



432 



480 



145 



150 



155 



160 



r*a tat ctt aqc ctg age cac aac tea att gca cag get gtc aat ggc 
III Cys eu Sir Leu Ser His Asn Ser lie Ala Gin Ala Val Asn Gly 

165 170 175 

™a ttc ctq ccg ctg acc ggt ctg cag gtg eta gac ctg tec cac 
sSr til Phe Leu Pro Leu Thr Ely Leu Gin Val Leu Asp Leu Ser His 
180 185 190 

aat aaa ctq gac etc tac cac gag cac tea ttc acg gag eta cca cga 
Asn Lys Leu Asp Leu Tyr His Glu His Ser Phe Thr Glu Leu Pro Arg 
3^95 200 2 9 5 

ntn aaa acc ctq gac etc age tac aac age cag ccc ttt age atg aag 
£eu III lit Leu Asp Leu sir Tyr Asn Ser Gin Pro Phe Ser Met Lys 
210 215 220 

qqt ata ggc cac aat ttc agt ttt gtg acc cat ctg tec atg eta cag 
Gly He Gly His Asn Phe Ser Phe Val Thr His Leu Ser Met Leu Gin 
225D 230 235 

aacSbtt age ctg gca cac aat gac att cat acc cgt gtg tec tea cat 
lTr€el Ser Leu Ala His Asn Asp lie His Thr Arg Val Ser Ser His 
ri 245 250 " 5 



ctc.J:aac age aac 
LeutsAsn Ser Asn 
260 

2 

Q 

Gly =Arg Met Trp 

o 275 

.1=:. 

ctg^agt ggc gtg 
Levi "Ser Gly Val 
290 



tea gtg agg ttt ctt gac ttc 
Ser Val Arg Phe Leu Asp Phe 

265 

gat gag ggg ggc ctt tat etc 
Asp Glu Gly Gly Leu Tyr Leu 
280 

ctg aag ctg gac ctg tct caa 
Leu Lys Leu Asp Leu Ser Gin 
295 



age ggc aac ggt atg 
Ser Gly Asn Gly Met 
270 

cat ttc ttc caa ggc 
His Phe Phe Gin Gly 
285 

aat aac ctg cat ate 
Asn Asn Leu His lie 
300 



rtr caa ccc cag aac ctt gac aac etc ccc aag age ctg aag ctg ctg 
llu Arg Pro Gin Asn Leu Asp Asn Leu Pro Lys Ser Leu Lys Leu Leu 
305 310 315 

aac etc cga gac aac tac eta tct ttc ttt aac tgg acc agt ctg tec 
Sir leu A?g Asp Asn Tyr Leu Ser Phe Phe Asn Trp Thr Ser Leu Ser 

325 330 

hhr „ tR ccc aac ctq gaa gtc eta gac ctg gca ggc aac cag eta aag 
Phe Leu Pro Asn Leu Glu Val Leu Asp Leu Ala Gly Asn Gin Leu Lys 
340 3 ^5 ■ 35U 

acc ctq acc aat ggc acc ctg cct aat ggc acc etc etc cag aaa etc 
lit Leu ?hr Asn Sly Thr Leu Pro Asn Gly Thr Leu Leu Gin Lys Leu 
355 3 60 365 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 



1104 



aat ate aqt age aac agt ate gtc tct gtg gee ccc ggc ttc ttt tec 
Asp Val sir Sir Asn sir lie Val Ser Val Ala Pro Gly Phe Phe Ser 
370 375 380 

ace aaq gag ctg cga gag etc aac ctt age gee aac gee etc aag 
Lys HI lys Glu Leu Arg Glu Leu Asn Leu Ser Ala Asn Ala Leu Lys 



385 



aca gtg gac cac tec tgg ttt ggg ccc att gtg atg aac ctg aca gtt 
Thr Val Asp His Ser Trp Phe Gly Pro lie Val Met Asn Leu Thr Val 

405 410 415 

eta qac gtg aga age aac cct ctg cac tgt gee tgt ggg gca gee ttc 
S Isp Val Arg sir Asn Pro Leu His Cys Ala Cys Gly Ala Ala Phe 
420 425 43 

^♦■a na r t-t-a ctq ttq qaq gtg cag acc aag gtg cct ggc ctg get aat 
Va? ISp Leu" LeS Leu Glu Val Gin Thr Lys Val Pro Gly Leu Ala Asn 
^ 440 445 



435 



««h Sta aaa tqt qgc age ccc ggc cag ctg cag ggc cgt age ate ttc 
Gly la? lys Cys Gly Ser Pro Ely Gin Leu Gin Gly Arg Ser lie Phe 
;% 50 4 55 460 

qcq Qaq gac ctg egg ctg tgc ctg gat gag gtc etc tct tgg gac tgc 
IS Asp Leu Arg Leu Cys Leu Asp Glu Val Leu Ser Trp Asp Cys 

470 475 ^ uu 



465 T 



ttt 'aac ctt tea etc ttg get gtg gee gtg ggc atg gtg gtg cct ata 
Phelly Leu Ser Leu Leu Ala Val Ala Val Gly Met Val Val Pro lie 
yp 485 490 49b 

ctg Sac cat etc tgc ggc tgg gac gtc tgg tac tgt ttt cat ctg tgc 
Leu Sis His Leu Cys Gly Trp Asp Val Trp Tyr Cys Phe His Leu Cys 

505 blu 



y, 500 



ctg gca tgg eta cct ttg eta gee cgc age cga cgc age gee caa act 
lit Ala Tr? Leu Pro Leu Leu Ala Arg Ser Arg Arg Ser Ala Gin Thr 
515 520 525 

etc cct tat gat gee ttc gtg gtg ttc gat aag gca cag age gca gtt 
leu Pro Tyr Asp Ala Phe Val Val Phe Asp Lys Ala Gin Ser Ala Val 
530 535 540 

qcc gac tgg gtg tat aac gag ctg egg gtg egg ctg gag gag egg cgc 
111 Asp T?i Val Tyr Asn Glu Leu Arg Val Arg Leu Glu Glu Arg Arg 
545 550 555 

qqc cqc tgg gca etc cgc ctg tgc ctg gag gac cga gat tgg ctg cct 
lly Arg Tr| Ala Leu Arg Leu Cys Leu Glu Asp Arg Asp Trp Leu Pro 

565 570 

ggc cag acg etc ttc gag aac etc tgg get tec ate tat ggg age cgc 



1152 



1200 



1248 



1296 



1344 



1392 



1440 



1488 



1536 



1584 



1632 



1680 



1728 



1776 



Glv Gin Thr Leu Phe Glu Asn Leu Trp Ala Ser He Tyr Gly Ser Arg 
y 585 590 



580 



aaa act cta ttt gtg ctg gec cac acg gac cgc gtc agt ggc etc ctg 
Lvs Thr hen Phe Val Leu Ala His Thr Asp Arg Val Ser Gly Leu Leu 
y 595 600 605 

cac acc age ttc ctg ctg get cag cag cgc ctg ttg gaa gac cgc aag 
A?a Thr Ser Phe Leu Leu Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys 

9 6l5 615 620 

aac qtq gtg gtg ttg gtg ate ctg cgt ccg gat gec cac cgc tec cgc 
Isp Val Val Val Leu Val lie Leu Arg Pro Asp Ala Hie Arg Ser Arg 
62 £ 630 '635 640 

tat qtq cga ctg cgc cag cgt etc tgc cgc cag agt gtg etc ttc tgg 
Tyr Val Arg Leu Arg Gin Arg Leu Cys Arg Gin Ser Val Leu Phe Trp 
J ^ . r- ccr\ bob 



645 



1824 



1872 



1920 



1968 



2016 



ccc j=ag cag ccc aac ggg cag ggg ggc ttc tgg gec cag ctg agt aca 
Pro fin Gin Pro Asn Gly Gin Gly Gly Phe Trp Ala Gin Leu Ser Thr 
W 660 665 670 

«^5.t-a act aqq qac aac cgc cac ttc tat aac cag aac ttc tgc egg 
SSfiS ?nr Arg Isp Asn Arg His Phe Tyr Asn Gin Asn Phe Cys Arg 
O 675 680 685 

ggaPcct aca gca gaa tagctcagag caacagctgg aaacagctgc atcttcatgt 
Gly* Pro Thr Ala Glu 
C690 

ctcfcttcccg agttgctctg cctgccttgc tctgtcttac tacaccgcta tttggcaagt 2179 
gcgiaatata tgctaccaag ccaccaggcc caeggagcaa aggttggctg taaagggtag 2239 

jLs, o *p q q 

ttttcttccc atgcatcttt caggagagtg aagatagaca ccaaacccac 



2064 



2119 



<210> 45 
<211> 693 
<212> PRT 
<213> Unknown 



Asn°Leu 5 Ser Phe Asn Tyr Arg Lys Lys Val Ser Phe Ala Arg Leu His 
! 5 1° 



Leu 



Ala Ser Ser Phe Lys Asn Leu Val Ser Leu Gin Glu Leu Asn Met 



20 25 
Asn Gly He Phe Phe Arg Leu Leu Asn Lys Tyr Thr Leu Arg Trp Leu 



35 40 
Ala Asp Leu Pro Lys Leu His Thr Leu His Leu Gin Met Asn Phe lie 



50 



55 60 



Asn Gin Ala Gin Leu Ser He Phe Gly Thr Phe Arg Ala Leu Arg Phe 
65 . 70 75 80 

Val Asp Leu Ser Asp Asn Arg He Ser Gly Pro Ser Thr Leu Ser Glu 

85 90 95 

Ala Thr Pro Glu Glu Ala Asp Asp Ala Glu Gin Glu Glu Leu Leu Ser 
100 105 HO 

Ala Asp Pro His Pro Ala Pro Leu Ser Thr Pro Ala Ser Lys Asn Phe 
115 120 125 

Met Asp Arg Cys Lys Asn Phe Lys Phe Asn Met Asp Leu Ser Arg Asn 
130 135 140 

Asn Leu Val Thr He Thr Ala Glu Met Phe Val Asn Leu Ser Arg Leu 
145 150 155 160 

Glnfivs Leu Ser Leu Ser His Asn Ser He Ala Gin Ala Val Asn Gly 

165 170 175 

yp 

Serftln Phe Leu Pro Leu Thr Gly Leu Gin Val Leu Asp Leu Ser His 
w 180 185 190 

L* j 

AsnfLys Leu Asp Leu Tyr His Glu His Ser Phe Thr Glu Leu Pro Arg 
H 195 200 205 

Leu^Glu Ala Leu Asp Leu Ser Tyr Asn Ser Gin Pro Phe Ser Met Lys 
€210 215 220 

M< 

GlvPcle Gly His Asn Phe Ser Phe Val Thr His Leu Ser Met Leu Gin 
225p 230 235 240 

-SexTlieu Ser Leu Ala His Asn Asp He His Thr Arg Val Ser Ser His 

245 250 255 

Leu Asn Ser Asn Ser Val Arg Phe Leu Asp Phe Ser Gly Asn Gly Met 
260 265 270 

Glv Arq Met Trp Asp Glu Gly Gly Leu Tyr Leu His Phe Phe Gin Gly 
275 280 285 

Leu Ser Gly Val Leu Lys Leu Asp Leu Ser Gin Asn Asn Leu His lie 
290 295 300 

Leu Arg Pro Gin Asn Leu Asp Asn Leu Pro Lys Ser Leu Lys Leu Leu 
305 310 315 320 

Ser Leu Arg Asp Asn Tyr Leu Ser Phe Phe Asn Trp Thr Ser Leu Ser 

325 330 335 




• 



>he Leu Pro Asn Leu Glu Val Leu Asp Leu Ala Gly Asn Gin Leu Lys 
340 345 350 

Ma. Leu Thr Asn Gly Thr Leu Pro Asn Gly Thr Leu Leu Gin Lys Leu 
355 360 365 

Val Ser Ser Asn Ser He Val Ser Val Ala Pro Gly Phe Phe Ser 



370 



375 380 



fvq A ia Lvs Glu Leu Arg Glu Leu Asn Leu Ser Ala Asn Ala Leu Lys 
^ys Aia x 3go 395 400 



385 



Thr Val Asp His Ser Trp Phe Gly Pro He Val Met Asn Leu Thr Val 

405 410 415 

Leu Asp Val Arg Ser Asn Pro Leu His Cys Ala Cys Gly Ala Ala Phe' 
420 425 430 

Val Asp Leu Leu Leu Glu Val Gin Thr Lys Val Pro Gly Leu Ala Asn 
435 440 445 

D 

Glv Vfil Lys Cys Gly Ser Pro Gly Gin Leu Gin Gly Arg Ser lie Phe 
4#0 455 460 

Ala Jn Asp Leu Arg Leu Cys Leu Asp Glu Val Leu Ser Trp Asp Cys 
465 O 470 475 4BU 

Phe Ay Leu Ser Leu Leu Ala Val Ala Val Gly Met Val Val Pro He 
, 485 490 495 

Leu S.S His Leu Cys Gly Trp Asp Val Trp Tyr Cys Phe His Leu Cys 
y, 500 505 510 

Leu la Trp Leu Pro Leu Leu Ala Arg Ser Arg Arg Ser Ala Gin Thr 
£ 515 520 525 

Leu Pro Tyr Asp Ala Phe Val Val Phe Asp Lys Ala Gin Ser Ala Val 
530 535 540 



Ala Asp Trp Val Tyr Asn Glu Leu Arg Val Arg Leu Glu Glu Arg Arg 
545 550 555 *bu 

Gly Arg Trp Ala Leu Arg Leu Cys Leu Glu Asp Arg Asp Trp Leu Pro 

565 570 f' 5 



Gly Gin Thr Leu Phe Glu Asn Leu Trp Ala Ser lie Tyr Gly Ser Arg 
y 580 585 590 

Lys Thr Leu Phe Val Leu Ala His Thr Asp Arg Val Ser Gly Leu Leu 
1 595 600 605 



Arq Thr Ser Phe Leu Leu Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys 
610 615 620 



* 



525 



Val Val Val Leu Val He Leu Arg Pro Asp Ala His Arg Ser Arg 

640 



630 



635 



rvr Val Arg Leu Arg Gin Arg Leu Cys Arg Gin Ser Val Leu Phe Trp 
* 645 650 ° 55 

Gin Gin Pro Asn Gly Gin Gly Gly Phe Trp Ala Gin Leu Ser Thr 

- 670 



Pro 



660 



665 



Ala Leu Thr Arg Asp Asn Arg His Phe Tyr Asn Gin Asn Phe Cys Arg 
675 680 685 



Gly Pro Thr Ala Glu 
690 



u, 

IT™ 

n 



